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[ABSTRACT] Objective: To study the effects of glucose, mannose and galactose on CAP10 promoter activity of Cryptococcus
neo formans capsule-associated gene. Methods: Yeast cells were transfected with plasmid containing a 951 bp length of 5 up-
stream flanking sequence of CAP10 coding region and a reporter gene, chloramphenicol acetyl transferase (CAT); the transfec-
tants were treated with different concentrations(10,20,40,60,80 mg/ml) of glucose, mannose and galactose. CAT activity was
assessed by ELISA method and CAT activities of different groups were compared. Results: Different concentrations of glucose
and mannose had no obvious influence on CAT activity; different concentrations of galactose had obvious influence on CAT ac-

tivity and the influence was positively dependent with its dose within the experimental concentration range. Conclusion: Glucose

and mannose have no obvious effect on the activity of CAP10 promoter; galactose has obvious inductive effect on activity of

CAP10 promoter, suggesting that CAP10 gene might be related with galactose metabolism.
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Recombinant plasmids digested by restriction endonuclease

A ;Pcxjcat digested by Sma | and Xba | ; B:Pcxjcatt digested by Pst [ and Xba | ; C:Pcxjcatt951 digested by Sac I and Sma T . M1 1 kb DNA

ladder marker; M2: PUCI19 DNA ladder marker; 1,2:Pcxjcatt951
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Fig 2 PCR results of yeast transformants

M:1 kb DNA ladder marker; 1:Pcxjcatt951; 2:Pcxjcatt
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Tab 1 Effects of different concentrations of glucose, mannose,galactose on activities of CAP10 promoter
(n=3.x=%s)
Concentration(pn/mg eml 1)
Carbohydrate
10 20 40 60 80

Glucose 0.21440.098 0.19740.079 0.19140.112 0.20040. 121 0.18940. 099

Mannose 0.1334+0.016 0.1284+0.012 0.13240.035 0.13440.027 0.12740.023

Galactose 0.18440.016 0.28240.040" 0.47240.056 " * 0.62540. 044" * 0.81640.040" *

** P<C0.01 vs 10 mg /ml concentration group
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