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B;-adrenergic-receptor gene polymorphism in type 2 diabetic retinopathy in Chinese

GAO Cong-Rong', ZOU Da-Jin'*, MEI Xiao-Bin? (1. Department of Endocrinology, Changhai Hospital, Second Military
Medical University, Shanghai 200433,China; 2. Department of Nephrology, Chaﬁghai Hospital)
[ABSTRACT] Objective:To observe the relationship between diabetic retinopathy (DR) and Bs-adrenergic-receptor (8;-AR)
gene polymorphism in Chinese patients with type 2 diabetes mellitus. Methods: The mutation of genotype of Trp64Arg in Ss-
AR gene was measured with PCR-RFLP in 50 normal control and 196 patients with type 2 diabetes, while other clinical pa-
rameters [ body mass index (BMI), blood pressure, fasting blood glucose, serum lipid levels and HbA1lc] were .all measured.
Results: (1)There were no significant differences in the frequencies of B;-AR phenotypes and alleles between type 2 diabetic
patients and normal controls or between female patients and male patients; (2) The plasma triglyceride, diastolic blood pres-
sure and BMI in female patients with mutation of B;-AR gene were higher than those in without mutation. There was no dif-
ference in male diabetic patients; (3)There was no difference in genotype frequencies or allele frequencies between diabetic pa-
tients with or without retinopathy. Genotype and allele frequencies didnot differ in proliferative diabetic retinopathy and non-
proliferative diabetic retinopathy. Conclusion: The mutation of Trp64Arg in B;-AR gene is associated with obesity, hyperten-
sion and dyslipideamia in female diabetic patients. Trp64Arg polymorphism in B;-AR gene is not associated with diabetic
retinopathy in type 2 diabetes mellitus patients in Shanghai.
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Tab 1 Relation between B;-adrenergic-receptor gene polymorphism and BMI,
blood glucose, blood pressure and lipid profile in type 2 diabetic patients
(T+s)
Female Male
Ind Arg64/Arg64 or Arg64/Arg64 or
neex Tr‘(’64=/7T2r§’64 Trp64/Arg64 Trgj“:/};;@“ Trp64/Arg6d
g (n=20) (n=27)
Age(year) 60.9249.94 62.0348.55 60.434+10. 19 59.17413.17
BMI(kg * m™?) 23.3542.94 25.05+4.01" 23.11+ 3.56 23.35%& 3.51
PG(cg/mmol « L7 11.56+5. 24 11.68+5.98 11. 79+ 6.45 11. 69+ 6.23
SBP(p/kPa) 18.47+2.68 19.14+3.43 17.724 2.85 17.87+ 3.44
DBP(p/kPa) 10.41+£1.18 11.34£1.67* 10. 78+ 1.57 10.50% 1.74
TC(eg/mmol » L™1) 4.82%1.14 4.9741. 35 4.64+ 1.15 4.76% 1.11
TG{cp/mmol « .7}) 1.504+0.78 2.12%1.65" 1.314 0.83 1.61+ 0.94
HDL (¢cg/mmol « L71) 1.174+0. 36 1.16+0. 34 1. 06+ 0.39 1.084+ 0.35
LDL (cg/mmol « L.71) 3.35%1.84 2.62+1.09 2.76+ 0.99 2.58+ 0.82

PG :Plasma glucose; * P<C0. 05 vs female Trp64/Trp64 group
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Tab 2 Clinical and laboratory data of diabetic patients

(z+s)
Index N-DR N-PDR PDR
(n=120) (n=58) (n=18)
Age(year) 59.42410.01 60.55+8.94 60.7519.34
Duration(year) 6.88+ 2.58** 6.62+3.07**8.83+4.07
BMI(kg + m™2) 24,01+ 3.18 23.57+3.51 23.86+4.39

PG(cp/mmol « L™1) 11.23+ 5.31 11.58%4.66 11.7945.55
HbA1lc(%) 8.75+ 1.75 8.89+1.72 8.95+1.69

PG :Plasma glucose; * * P<0. 01 vs PDR group
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