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Expression of F; ATPase-o in non-small cell lung cancer and its clinical significance
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Second Military Medical University, Shanghai 200433, China)

[ABSTRACT] Objective: To study the expression of F; ATPase-a in non-small cell lung cancer and its clinical significance.
Methods: (1) The expression level of F; ATPase-oa was examined by immunohistochemical Envision method in 38 NSCLC sam-
ples and the adjacent normal tissues, 7 benign tumors and chronic pneumonia samples. (2)F; ATPase-¢ mRNA expression were
detected in 12 fresh samples of NSCLC and the adjacent normal tissues by PT-PCR. (3) The expression of F; ATPase-a on the
pericellular membrane of A549 cells was observed by immunofluorescence. Results; (1) Immunohistochemistry analysis showed
median and higher expression of F; ATPase-« in 36 of NSCLC specimens and 11 adjacent normal tissues; lower expression was
detected in all the benign samples. The overexpression of F; ATPase-a in lung adenocarcinoma tissues were significantly higher
than that in the lung squamous cancer (P<C0. 05). The expression of F; ATPase-a in NSCLC was not associated with the histol-
ogy type, location, differentiation degree, size, invasion and metastasis. (2) The relative level of ECTO-F, ATPase-a was
0.312£0. 12 in the adjacent normal tissues and 0. 54+0. 19 in NSCLC tissues (P<C0.01). (3)The conspicuous positive expres-
sion of F; ATPase-q on the pericellular membrane of A549 cells was not observed on normal bronchial epithelial cells. Conclu-
sion: (1) NSCLC has a higher expression of F; ATPase-a and the expression is on the pericellular membrane of A549 cells,
which may provide a new target for molecular therapy of NSCLC.
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Fig 1 Expression of F; ATPase-o, in normal lung tissues and non-small cell lung cancer tissue ( X400)

A :Negative control; B:Lower expression(normal tissues) ;C:Moderate expression(squamous cell carcinoma) ; D: Higher expression(squamous

cell carcinoma) ; E: Higher expression(adenocarcinoma)
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Tab 1 Expression level of F, ATPase-o
in NSCLC and its relationship with

clinical and pathological parameters

NSCLC with

[n(%)]

Tumor location

Central type 25 11(44.0)

Peripheral type 13 6(46.2)
Tumor size

<3 cm 11 5(45.5)

>3 cm 27 12(44. 4)
Lymph node metastasis

No 23 10(43.5)

N2 15 7(46.7)
Differentiation degree

High 10 5(50.0)

Moderate 19 8(42. 1)

Low 9 4(44.4)
TNM stage

Stage | 5 2(40.0)

Stage [l 19 9(47. 4)

Stage 1[I 14 6(42.9)
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Fig 2 Expression of F; ATPase-o on pericellular

membrane observed by immunofluorescence

A :Normal tracheal epithelium cell; B: A549 cells
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