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Correlation analysis between HBV Pre-S1 antigen with HBeAg and HBV DNA

HOU Xiao-jing, LIANG Yan, HE Feng-chun, CHEN Jie,CUI Yan-fang,ZHONG Ren-qian, WANG Hao" (Department of La-
boratory Medicine, Changzheng Hospital, Second Military Medical University, Shanghai 200003, China)
[ABSTRACT] Objective: To study the correlation between HBV Pre-S1 antigen, HBeAg levels and HBV DNA copies, so as to
assess the clinical value of Pre-S1 in detection of HBV replication. Methods: A total of 363 HBsAg-positive samples were col-
lected. The levels of Pre-S1 antigen, HBeAg and HBV DNA copies were determined by ELISA, time-resolved immuno-fluores-
cent method and real-time fluorescent quantitative PCR(FQ-PCR) , respectively. The correlation between the determination re-
sults was analyzed. Results: Pre-Sl antigen level was correlated with the level of HBeAg (3 =94.4,P<C0.01), with the coeffi-
cient being 0. 45; Pre-Sl antigen level was also correlated with HBV DNA(y* =198. 58, P<C0. 01), with the coefficient being
0.59. The positive rate of Pre-S1 increased with HBV DNA copies. When logarithm of HBV DNA copies was more than 3, the
sensitivity. specificity, accuracy, positive predictive value(PPV), positive likelihood ratio(PLR) and odds ratio(OR) of Pre-S1
were 84.5%,91.2%,87.0%.,94.1%,9. 6,and 56. 8 respectively; the numbers of HBeAg were 50. 4% ,94. 9% ,67.2%,94.2%,
9.8 and 18. 9, respectively. Conclusion: Pre-S1 antigen is correlated with HBV DNA and is more sensitive and accurate than
HBeAg in reflecting HBV replication. The above 3 parameters can complement each other and the combination of them is more
accurate in clinical diagnosis.
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PE=CE B M+ B BT /% 5 %, BH M i (e
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(PLR) =#UR B /(1 — 5 7 ) L L (OR) = (&
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Tab 1 Correlation analysis between

Pre-S1 with HBeAg and HBV DNA

HBeAg HBV DNA
Pre-S1 N
+ — + -
+ 203 111 92 191 12
— 160 10 150 35 125
Total 363 121 242 226 137

% 2 HBeAg 5 Pre-S1 #iJ& \HBV DNA KB 1% 5> #7

Tab 2 Correlation analysis between

HBeAg with Pre-S1 and HBV DNA

Pre-S1 HBV DNA
HBeAg N
+ - + —
+ 121 111 10 114 7
— 242 92 150 112 130
Total 363 203 160 226 137
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FIRY 1 00 T 8, DL 3,
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Tab 3 Correlation analysis between

Pre-S1 and HBV DNA copies

Pre-S1 antigen

L&gi‘é\c/o%}lf\)“{)f N Positive Positive
case(n) rate( %)

<3 137 12 8.8

3-5 101 79 78.2

5-7 95 83 87.4

7-8 21 20 95.2

=>8 9 9 100
Total 363 203 55.9
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Tab 4 Efficacy of Pre-S1 and HBeAg

in detection of HBV replication

Sensitivity Specificity Accuracy PPV PLR OR

Group " ogy %) % (%
Pre-S1 84.5 91.2 87.0 94.1 9.6 56.8
HBeAg 50. 4 94. 9 67.2 94.2 9.8 18.9
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