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Expression of Let-7c¢ in invasive ductal carcinoma of breast cancer and its clinical significance
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[ABSTRACT] Objective: To investigate the expression of Let-7c in patients with invasive ductal carcinoma of the breast cancer and its
correlation with the clinicopathologic features of the patients. Methods: The expression of Let-7c was examined in 40 tissues of invasive
ductal carcinoma of the breast cancer and their matched non-tumor adjacent tissue specimens by stem-loop real-time RT-PCR. The
correlation of the expression with the clinicopathological features of breast cancer, such as the clinical staging, lymphatic metastasis, and
proliferation index, was analyzed. Results: The stem-loop realtime RT-PCR was sensitive and specific in detecting Let-7c expression.
Expression of Let-7c in breast cancer tissues was significantly lower than that in the adjacent normal tissues (P <C0. 05). Down-
regulation of Let-7c expression was associated with higher proliferation index (Ki-67>>10%) (P=0. 030) and the status of Estrogen/
Progesterone receptor (P = 0. 040/0. 034) in breast cancer patients. There was no significant association of Let-7c¢ expression with
menopause condition, breast cancer TNM clinical stage, or lymphatic metastasis(P>0. 05). Conclusion;: Our results suggest Let-7c
may play an important role in the development of breast cancer and the level of Let-7c expression may be a potential parameter in
forecasting the progression and prognosis of breast cancer patients.
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Tab 1 Expression of Let-7c¢ and its correlation
with clinicopathological features of

invasive ductal carcinoma of breast cancer

Clinicopathological features N Let-7c level P value

Menopause condition 0. 357
Premenopause 16 0.356 20. 144 3
Postmenopause 24 0.410 640.225

Tumor size 0.723
<2 cm 17 0.390 040.195 9
>2 cm 23 0.369 140.172 1

TNM clinical stage 0. 469
1 10 0.436 00,209 7

22 0.367 340.174 1

I 8 0.335040.163 5

ER 0. 04
Positive 13 0.492 340.226 2
Negative 27 0.323 040.124 8

PR 0.034
Positive 23 0.429 640.193 3
Negative 17 0.308 240.137 9

Lymph node metastasis 0.339
Positive 19 0. 348 9£0. 200 2
Negative 21 0.404 340.161 0

Proliferation index (Ki-67) 0.03
<10% 18 0.445640.184 8

>10% 22 0.322740.160 4
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Tab 2 Oligonucleotide sequences of MiRNA
Primer Sequence(5'-3")
Let-7¢

RT stem-loop primer

Forward primer

Common reverse primer
GAPDH

Forward primer

Reverse primer

CTC AAC TGG TGT CGT GGA GTC GGC AAT TCA GTT GAG AAC CAT AC
ACA CTC CAG CTG GGT GAG GTA GTA GGT TGT
GTG TCG TGG AGT CGG CAA TTC

CAG GGC TGC TTT TAA CTC TGG TAA
GGG TGG AAT CAT ATT GGA ACA TGT

0.3

bp = — 1064001 .
100 —— 2 04 2 1064000 N
5 03 5% T
3 z i
Let-Te L o 1 =5 1.0e-001 y
o g © 3
= T T [all ]
50 = 01 A - S £ 10e-002
0 - ' = 1 0e-003 L—
60 65 70 75 80 85 90 95 I 5 913 17 21 2529 33 3741
Temperature ,/°C Cyele number
t 0.5 _1.0e+002
p P e
I z 04 T 1.0et001 N
100 28 03 5 5 1.0e+000
GAPDH £g 02 = £
£ 7 Z 32 1.0e-001
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Fig 1

Expression of Let-7c¢ in breast cancer and normal tissue by stem-loop RT-PCR

A: Electrophoresis of PCR product of Let-7c and GAPDH. M:.50 bp DNA marker; T:Breast cancer tissue; N:Normal tissue. B: Deliquesce

curve of real-time PCR;C: Amplification curve of real-time PCR
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