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Role of microRNA in development and progression of glioblastoma
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[Abstract] Glioblastoma, originating from glial cells, is the most commonly seen primary intracranial tumors in adults
with extremely poor prognosis. miRNAs are a class of endogenous 18-26 nt non-coding RNAs playing important roles in a
variety of biological processes. Recent studies have shown that miRNAs are closely associated with the development and
progression of glioblastoma. In this paper, we summarize the regulatory roles of miRNAs in the progression of glioblastoma.
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