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Role of Smurfl in bone morphogenetic protein-induced osteogenesis
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[Abstract] Bone morphogenetic proteins (BMPs) are confirmed growth factors that can induce osteogenesis. They can

bind to the surface receptors of target cells and activate a series of intracellular Smad proteins, which then transduct the signal

into cell nuclear; and with the assistance of a series of cofactors, the osteogenic gene expression can be triggered. Endogenous

Smurfl plays an inhibitory effect on the above process. This paper reviews the role of Smurfl in bone morphogenetic protein-

induced bone formation.
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