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[Abstract] Objective To detect the single nucleotide polymorphisms of rs1695 of glutathione S-transferase P1[GSTP1
(rs1695) ] in the peripheral blood of breast cancer patients, and to analyze its association with the efficacy of paclitaxel/
anthracycline-based chemotherapy in stage [V breast cancer patients. Methods The genotypes of GSTP1 (rs1695) gene
polymorphisms were determined by polymerase chain reaction (PCR)-high resolution melting (HRM) method in 128 cases of
female stage IV breast cancer, and 10% samples were tested by gene sequencing technique according to the PCR-HRM results.
The SPSS 11. 5 software was used for statistical analysis, the Hardy-Weinberg equilibrium test was used for genetic equilibrium
distribution of genotypes, the correlation of different genotypes with chemotherapy responses was analyzed by the y° test and

Fisher’s exact test, and non-conditional logistic regression model was used to calculate odds ratio (OR) and 95% confidence

[KFEH] 2013-03-31 [(#ZHB] 2013-05-13

[BE€mB] T EWEAEXEN TR R &3R5 H (2011029). Supported by Yinchuan Applied Research and Development Project of
Ningxia Hui Autonomous Region (2011029).

[MEEEA] XU =2 A0t B2 AR B 65+ A 500

* 18 {5 1E & (Corresponding author). Tel: 0951-6746784, E-mail: liuxinlan@ csco. org. cn



. 880 - B OFEEKRF¥M 2013458 AL 4 B

interval (CI). Results Of the 128 cases of stage [V breast cancer, GSTP1(rs1695) AA genotype accounted for 57. 8% (74/
128), AG genotype for 39. 8% (51/128), and GG genotype for 2. 3% (3/128). Hardy-Weinberg test suggested that our
research had a group representation (P >>0. 05). Chemotherapy with paclitaxel/anthracycline yielded an efficiency rate of
57.03% (73/128) and an inefficiency rate of 42. 97% (55/128), and in the latter the stable disease accounted for 18. 75% (24/
128). Patients carrying GSTP1 (rs1695) AG/GG genotype had a better response to chemotherapy than those carrying AA
genotype (OR=4.139, 95%CI.:1. 907-8. 975,P<C0. 01), and GSTP1(rs1695) G gene carriers had a better response than A
gene carriers (Xz =12.163,P<C0.01). Among the 70 cases receiving combined treatment with anthracycline, those carrying

GSTP1 (rs1695) AG/GG genotype had a better response than those carrying AA genotype (OR =4. 016, 95% CI: 1. 404-
11. 483, P<C0.01), and GSTP1(rs1695) G gene carriers had a better response than A gene carriers (y° =5. 943, P<C0. 05).

Conclusion

stage [V breast cancer patients to paclitaxel/anthracycline-based chemotherapy,

sample study.

Genetic polymorphisms in GSTP1 (rs1695) can serve as a genetic marker to forecast the chemotherapy response of

which is worthy of further large
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1 GSTP1(rs1695) & E 4 B K PCR-HRM #& Il &5 5
Fig 1 PCR-HRM test results for GSTP1 (rs1695) genotype

PCR-HRM: Polymerase chain reaction-high resolution melting. A: Normalized and shifted melting curves; B: Normalized and

temperature-shifted difference plot derived {from A. The red, blue and green curves indicate 3 genotypes of AG, AA and GG,

respectively
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T66 TCaTCACCCCCTE GMGKCNCGCTGCMHAC*VC TCCCTCATCTACACCAACTATGTGAGCATCTGCACCAGGGTTCGECACTCGGG!
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TEG T GaaT GACGOCETOEACGICCTCCOCTOCAMATACATCTCCCTCATCTACACCAACTATGTGAGCATCTGCACCAGGETTGEOCACTCGEGGCTS
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TG TGRaTGACGGCETEGAGGACTCCGCTGCAATACGTCTCCCTCATCTACACCAACTATGT GAGCATCTGCACCAGGETTGGOCACTGGEGECTG)
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2 GSTP1(rs1695) EE il fF 45 F
Fig 2 Sequencing results of GSTP1(rs1695) gene
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A: AA genotype ; B: AG genotype; C: GG genotype. Arrows indicate the position of the mutation
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£ 1 GSTP1(rs1695)ERNE /S ERFES
128 GIVHAZL IR E R HEESTELEN () EREHYLTTANXER
Tab 1 Association of GSTP1(rs1695) genotypes/allele frequency with treatment

response to paclitaxel/anthracycline-based chemotherapy in 128 patients with stage IV breast cancer

Chemotherapy n( %)

GSTP1(rs1695) N x? value P value
CR+PR SD+PD
Genotype 13.606 0. 000
AA 74 32(43.24) 42(56.76)
AG/GG 51/3 38(74.51)/3(100) 13(25.49)/000)
Allele frequency 12.163 0. 000
A 199 102(51. 25) 97(48.74)
G 57 44(77.19) 13(22.81)
CR: Complete response; PR Partial response; SD: Stable disease; PD: Progressive disease
R 2 GSTP1(rs1695)EEN B /SN ERFES
TGN AR EEEETEV LB SRR EAMUT TN XER
Tab 2 Association of GSTP1(rs1695) genotypes/allele frequency with treatment response
to paclitaxel-anthracycline-based chemotherapy in 70 patients with stage [V breast cancer
Chemotherapy response n( %)
GSTP1(rs1695) N X2 value P value
CR+PR SD+PD
Genotype 7.048 0. 008
AA 41 18(43.90) 23(56.10)
AG/GG 28/1 21(75.00)/1(100) 7(25.00)/0€0)
Allele frequency 5.943 0.015
A 110 57(51.82) 53(48.18)
G 30 23(76.67) 7(23.33)

CR: Complete response; PR Partial response; SD: Stable disease; PD: Progressive disease
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BI(OR=4.139,95%CI.1.907~8. 975, P<C0. 01),
7 G B B H AT A ROR & T A R
AT AR (4 =12. 163, P<<0. 01) ; [i] it #3252 %%
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(rs1695) AG/GG JEH B ALIT 7 30tk AA LR
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