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Expression of miRNA-140 in chondrocytes of patients with early osteoarthritis and its function
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[Abstract] Objective To observe miRNA-140 expression in chondrocytes of patients with early osteoarthritis (OA)and
the effect of transfecting double-stranded miR-140 (ds-miRNA-140) on chondrocyte function. Methods Normal and OA
chondrocytes (4 weeks and 8 weeks) were collected from rabbit model of early OA (A, B and C group, respectively).
Quantitative polymerase chain reaction was used to examine miRNA-140 expression and Western blotting analysis was used to
examine Col2al and MMP-13 protein expression in each group. Col2al and MMP-13 protein expression was also observed in
chondrocytes transfected with ds-miR-140. Results Compared with group A, miR-140 expressions in group B and C were
reduced to 63% and 57% , respectively (P<C0. 01); the expression was not significantly different between the group B and C
(P>0.05). Compared with group A, Col2a1 mRNA expressions in group B and C were reduced by 52% and 63%,
respectively (P<C0. 01); while MMP-13 mRNA expressions were up-regulated by 3. 01 and 4. 15 folds, respectively (P <C
0.01). Transfection with ds-miR-140 increased Col2al mRNA by 60% and 127% in group B and C, respectively(P<<0.01),
and the expressions of MMP-13 mRNA in group B and C were reduced to 54.53% and 42.61% , respectively(P<C0.01). The
changes of Col2al and MMP-13 protein expression were the same as that of mPNA. Conclusion miR-140 expression is reduced
in early OA cartilage, and transfection with ds-miR-140 may increase Col2al expression and reduce MMP-13 expression.

[Key words| osteoarthritis; miRNA-140; chondrocytes; collagen tyep II ;5 matrix metalloproteinase 13
[Acad J Sec Mil Med Univ,2014,35(6) :610-615]

[¥fmsHEHHE] 2013-11-12 [ HHE] 2014-05-19
[1EE®A] e M1, 8l F4F E 6. E-mail : bjzhouxinhua(@ sina. com
* 3l {5 E# (Corresponding author). Tel:023-68774308, E-mail: 52solar@sina. cn



55 6 301 BT L 45 miRNA-140 7858 5 58 0H 20 M (9 o4 15 LA B Zh REE 5 « 611 -

B KA R (osteoarthritis, OA) EZ H X T & W
B BT S 0 R T B R e TR Y AR
W B, H Al AT 2 . 16 H 88 R 4, miRNA
TE 25 B K TR At I8 45 20 40 B 1) o Ak TR 21 52
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5-TGG TGA AGA CGC CAG TGG A-3' (Fif);
UlL8 B1¥F %) : 5'-GCA GTC CGC ACA CAG TAT
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Fig 1 Expressions of miRNA-140 in chondrocytes of each

groups as detected by real-time quantitative PCR
A:Normal chondrocytes; B, C: Chondrocytes were collected

from 4 weeks and 8 weeks osteoarthritic rabbits, respective-

ly. ** P<<0.01. n=10, =%
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Fig 2 Expression of Col2al mRNA in chodrocytes of
each group by real-time quantitative PCR
A :Normal chondrocytes; B, C: Chondrocytes were collected
from 4 weeks and 8 weeks osteoarthritic rabbit, respectively.
—: Without ds-miRNA-140 transfection; -+ : With ds-miR-
NA-140 transfection. * " P<C0.01.n=10, x=*s

A-___ A+ B- C-___C+  Mr(X10)
ColZal—\.--- — 142
MMP-13—| ™ S e W e e — 50
Boclin | —— — — — — — 42
B 3 &AWB MM MMP-13 70 Col2al B H I RIE

(ZBRENE 5 H7)
Fig 3 MMP-13 and Col2al protein expression in chondrocytes of
each group as detected by Western blotting analysis
A': Normal chondrocytes; B,C: Chondrocytes were collected
from 4 weeks and 8 weeks osteoarthritic rabbits, respective-
ly. —: Without ds-miRNA-140 transfection; +: With ds-
miRNA-140 transfection
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Fig 4 Expression of MMP-13 mRNA in chondrocytes

of each group as detected by real-time quantitative PCR
A : Normal chondrocytes; B,C: Chondrocytes were collected
from 4 weeks and 8 weeks osteoarthritic rabbits, respective-
ly. —: Without ds-miRNA-140 transfection; -+ : With ds-
miRNA-140 transfection. " P<C0.01.7n=10, =t
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B OA B 4 M miRNA-140 T B, FALH A 75
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TELTAR,
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20 M A ) miR-140 $8 H A5 £ 2 & A 2 Bt
fitf (HDAC4H)"™ ik B FECAR 12(CXCL12)M |k
BEAKHETFEGEA 5(GFBPSH) ! [ ADAMTS-5
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