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Expression and biological functions of Myc associated factor X in human aortic dissection tissue
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[Abstract] Objective To observe the expression of Myc associated factor X (MAX) in aortic dissection tissue, and to
discuss its biological functions. Methods MAX expression level was evaluated by qRT-PCR and Western blotting analysis in 15
dissected aorta samples. The adenovirus vector was used to transfect human aortic smooth muscle cells (HASMCs) for
overexpression of MAX. The effects of MAX overexpression on proliferation and apoptosis of HASMCs were analyzed by Cell
Counting Kit-8 and flow cytometry, respectively. Results MAX mRNA and protein expression levels were significantly higher
in the aortic dissection tissue compared with that in the healthy controls. Overexpression of MAX significantly inhibited the
proliferation of HASMCs and promoted its apoptosis (P<Z0. 05). Conclusion MAX might induce the loss of HASMCs via
regulating their proliferation and apoptosis process, thus play an important role in the development and progression of aortic
dissection.
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Fig 1 MAX expression in the aortic media tissues
of dissection patients and normal controls
A: MAX mRNA expression levels in two groups (Normal group: n
=9; Aortic dissection group: n =15, ¥ £+ 5); B: MAX protein

expression levels in two groups. MAX: Myc associated factor X
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Fig 2 Overexpression of MAX in Ad-MAX HASMCs
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A: The transfection efficiency of adenovirus vectors in HASMCs
reached 75%. Original magnification: B and C: The
overexpression of MAX in Ad-MAX HASMCs was verified through

X 100.

qRT-PCR (n=3, x=£s) and Western blotting analysis, respectively.
GFP: Green fluorescent protein; MAX: Myc associated factor X;

HASMCs: Human aortic smooth muscle cells

2.3 it &k MAX 3 HASMCs ¥2 74 & 8 = ¢ %
wey 0 1 B S 0 25 R R . Ad-MAX HASMCs

HAERE YL S 24.48.72 h 3k 3 /IS a] A5 f4 14 4 175 100
K F Ad-GFP HASMCs 41 (H 3A) , 2R EH 4
255 L (P<<0. 058 P<<0.01), ZHMud T 520045
AR Ad-MAX HASMCs 1 (4 8 12 & T X BR
HE 3B, ZRAASIFE L (P<0. 0D, Pk
ZEREW]  7E HASMCs iob ik MAX AT ] H 3 5
AEJ . [ A T

Ad-GFP Ad-MAX 18- .
—=— Ad-MAX 10 110" o T
1.8 ol 3 3 S 151
) 5197 109 3
g 13 gl 3 R 2 127
s 12 g 107 10% i S of
09 1 . 3 A 2
g 06 = Z| 197 , 107 A3 2 6f B
* 3 3 L 44 =9
03 & [ 10 R T8 10 R & )
. y 0 1 2 3 4 0 i 2 % 4
24 ag A 10° 10° 10* 10 }0 10° 10 10* 10° 10'B 0 C
Time t/h Annexin V -FITC Ad-GFP Ad-MAX
3 EFRIE MAX #1 ] HASMCs BtE s H Rt AT

Fig 3 Overexpression of MAX significantly inhibited the proliferation of HASMCs and promoted their apoptosis

A:Results of Cell Counting Kit-8; B and C: Results of flow cytometry. GFP: Green fluorescent protein; MAX: Myc associated factor X;

HASMCs: Human aortic smooth muscle cells.
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