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[Abstract] Objective To investigate the effect of LIM homeobox gene-8 (LLhx8) on the proliferation, metastasis
and invasion of human ovarian cancer SKOV3 cells. Methods Lhx8-overexpression lentivirus (LV-Lhx8) was
transfected into ovarian cancer SKOV3 cells to establish Lhx8-overexpression model and the negative control lentivirus
(LV-NC) was used as control. Then Lhx8-siRNA and FAM-siRNA (used as control; NC group) siRNA was
transfected into SKOV3 cells using Lipofectamine 2000 to construct cell interference model. Cells in wild type (WT)
group were only given equivalent transfection reagent without virus or any interference fragment. The expression of
Lhx8 was detected by immunofluorescence, qPCR and Western blotting. The proliferation of cells after overexpressing
or interfering Lhx8 was measured by EDU assays and cell cycle assay. The migration and invasion of cells after
transfection were measured by wound scratch experiments and Transwell assay. Results The expression of Lhx8 in
SKOV3 cells in the LV-Lhx8 group was significantly higher than that in the LV-NC and WT groups (P<Z0. 01), and its
mRNA and protein expressions were significantly decreased after interfering Lhx8 (P<C0. 01). Compared with the WT
and LV-NC groups, the proliferation of SKOV3 cells was significantly decreased in the .V-L.hx8 group and was significantly

[WfmEHE] 2017-02-04 [(#=ZH#] 2017-04-10
[EER”A] ¥ &, FIREI. E-mail: fm-858222@sohu. com
“E1EF (Corresponding author). Tel: 021-57421763, E-mail: rzhang9992002@yahoo. com



6.3 A LIM RGN 8 X U0 S AN A SKOV3 A= W2A47 9 (K5

o 74T -

increased in the Lhx8-siRNA group (P<C0. 01). The cell cycle assay showed that Lhx8 overexpression significantly

inhibited cell proliferation by increasing the number of cells in the G, /G; phase, while the number of cells in the S phase
in the Lhx8-siRNA group was significantly higher than that in the WT and NC groups (P<C0. 01). The migration and
invasion of SKOV3 cells and the expression of matrix metalloproteinase (MMP)-2 and MMP-9 in the LV-Lhx8 group

were significantly lower than those in the WT and LV-NC groups (P<C0. 01), while those in the Lhx8-siRNA group

were significantly higher (P<C0. 01). Conclusion [hx8 can inhibit the proliferation, migration and invasion of ovarian
cancer SKOV3 cells, and down-regulate the expressions of MMP-2 and MMP-9.
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Fig 1 LIM homeobox gene-8 (Lhx8) expression in SKOV3 cells transfected with LV-Lhx8 or Lhx8-siRNA
A, B: Immunofluorescence results of Lhx8; C. Western blotting results of Lhx8 expression in SKOV3 cells transfected with lentivirus-mediated
Lha8 overexpression (LLV-Lhx8); D: The relative expression of Lhx8 mRNA normalibized by NC group; E: Western blotting results of LLhx8
expression in SKOV3 cells transfected with Lhx8-targeted small interfering RNA (Lhx8-siRNA). ** P<C0. 01 vs LV-NC and WT groups in Fig
1B and 1C, and vs NC and WT groups in Fig 1D and 1E. n=3, =+
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Fig 2 Proliferation ability of SKOV3 cells transfected with LV-Lhx8 or Lhx8-siRNA
A, C: Cell proliferation ability of SKOV3 cells transfected with lentivirus-mediated Lhx8 overexpression (1.LV-Lhx8) by EDU assay; B, D: Cell
proliferation ability of SKOV3 cells transfected with Lhx8-targeted small interfering RNA (Lhx8-siRNA) by EDU assay; E: The cell number of
SKOV3 cells transfected with LV-Lhx8 at different phases of cell cycle by flow cytometry; F: The cell number of SKOV3 cells transfected with
Lhx8-siRNA at different phases of cell cycle by flow cytometry. * * P<C0. 01 vs LV-NC and WT groups in Fig 2C and 2E, and vs NC and WT
groups in Fig 2D and 2F. n=3, =+
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Fig 3 Migration and invasion abilities of SKOV3 cells transfected with LV-Lhx8 or Lhx8-siRNA

A, B: Migration ability by scratch assay in SKOV3 cells transfected with lentivirus-mediated Lhx8 overexpression (LV-Lhx8); C, D. Invasion

ability by Transwell assay in the SKOV3 cells transfected with LV-Lhx8; E, F: Migration ability by scratch assay in SKOV3 cells transfected
with Lhx8-targeted small interfering RNA (Lhx8-siRNA); G, H. Invasion ability by Transwell assay in the SKOV3 cells transfected with
Lhx8-siRNA. Original magnification: X100 (A, C, E, G). ** P<C0. 01 vs LV-NC and WT groups in Fig 3B and 3D, and vs NC and WT

groups in Fig 3F and 3H. n=3, 7+
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Fig 4 Expression of MMP-2 and MMP-9 in SKOV3 cells
transfected with LV-Lhx8 or Lhx8-siRNA by Western blotting
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