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CRE] a6 LSRR OO B A 2L (MALT) i B8 1 microRNA-150 (miR-150) [ 35 , #1} miR-150
FESHIE MALT bk ELIR P 52 0 i A0 ML 5 0B SR8 00U . k(8] oPCR ISR SR — %2 B K F KA B Bl
YA 3 25 MALT Ik P58 5 25 g 4H 4 B2 983 55 4H 41 b miR-150 B2 FU T B8 (14 F Wl 42 F Chib I3k, # miR-150
AR S X B e N 22 R B RS 400 i dk RPMIT 8226, >R ] CCK-8 & F it U 40 M AR A 58 miR-150 % RPMI 8226
20 M S FE RN JE T B B2 Ll 5 Transwell SZERHFFT miR-150 Xt RPMI 8226 40 g 3 4% 7142 22 (4 B2 0 » JF1 2 19 5 B0 326 46
I miR-150 %} RPMI 8226 £ififith Cbl-b Fih i, 4R  SRBAHLSMIH, 451E MALT B4 40+ miR-150
ik F 3R (P<C0. 05, P<<0. 01) ; #li#] miR-150 J5 , RPMI 8226 41 ifd ity 184 5 % £ 410 1, 2410}t 3 T BH S 384 o, i B8 PN 4R 22 g )y
WA, 5 B T B ZELA HL 25 5 e 2 75 L (P<C0. 05, P<<0. 01) . 7E45HE MALT ik (8 20 41 v, miR-150 F i 5 Rl
Chbl-b 33K F I (P<C0. 01) ; #il miR-150 & , RPMI 8226 #iffd 4 Cbl-b 2K [ #9#ik i (P<<0.01), ## MiR-150
X bk EEL R 200 L P 14 B SRR AR 2R AR B L RE EIRS5 T MALT BRI & A4 . HAHLHI AT B85 miR-150 X F
U7 53 F Chl-bRy I M A E

CoRSEIR] 4508 5 2 BEOAE DG B 2 2Lk EL 98 5 microRNA-150 ; Chl-bs 4H 1 5 s 4 ff 5% 5 i 1228
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Role of microRNA-150 in proliferation, migration and invasion of conjunctival mucosa-associated lymphoid

tissue lymphoma

LI Yu-zhen, QIAN Yu, SHAN Yu, LIANG Wen-jun, WEI Rui-li*
Department of Ophthalmology, Changzheng Hospital, Second Military Medical University, Shanghai 200003, China

[Abstract| Objective To observe the expression of microRNA-150 (miR-150) in conjunctival mucosa-associated
lymphoid tissue (MALT) lymphoma, so as to investigate its mechanism in proliferation, migration and invasion of
conjunctival MALT lymphoma. Methods The expressions of miR-150 and Cblb, a possible downstream molecule of
miR-150, were measured by gqPCR in MALT lymphoma tissues and precancerous tissues collected from 3 patients with
conjunctival MALT lymphoma in Changzheng Hospital of Second Military Medical University. Then, we transfected
miR-150 inhibitor and negative control into human multiple myeloma cell lines RPMI 8226 by cell transfection. CCK-8
assay and flow cytometry (FCM) method were used to investigate the role of miR-150 in the proliferation and apoptosis
of RPMI 8226 cells. Transwell assay was used to analyze the effect of miR-150 on the migration and invasion of RPMI
8226 cells. Western blotting analysis was used to examine the regulation of miR150 on Cbl-b expression in RPMI 8226
cells. Results The expression of miR-150 was significantly increased in the conjunctival MALT lymphoma tissues
compared with precancerous tissues (P<C0. 05, P<C0. 01). Compared with negative control group, the proliferation of
RPMI 8226 cells was significantly repressed (P<C0. 01), the apoptosis was significantly increased (P<C0. 01), and

the migration and invasion were significantly decreased (P<C0. 05, P<C0. 01) after transfection of miR-150 inhibitor. The
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expression of Cbl-b was significantly up-regulated in MALT lymphoma tissues, and was significantly increased after

inhibiting miR-150 expression. Conclusion Up-regulated miR-150 can promote the proliferation, migration and invasion

of lymphoma cells and is involved in the generation of conjunctival MALT lymphoma, which may be mediated by

inhibiting its downstream target gene Cbl-b.
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ML B0 A R LU R 2 e IR LU DL 18— 7o IR I ST
PERRT . TR & IR B 5 9 3k B8 90 26 A b S M
PERY /N B2 R U5 Mg, DL TR AE OC ik B 4 41
(mucosa-associated lymphoid tissue, MALT) J#f
FAIO W A IEERI] MALT 98 1 &
BLTHI AT B8 5502 1 B ik A ) CAn A o s 1) 550 B
Gl SN I A 5 R B RRT MALT kB8 1
RIFHLE AR i A

/Ny RNA (microRNA, miRNA) & — 28 3%;5
FAE TS b K BEZY S 22 MR N IR
Gihh /Ny F RNA il 3 5% 5% 5 i 4 mRNA 225 21
3G 58 oA R T ARG K B 5 — R 9 B i it
Y, MiR-150 & i T A JE Y2 o & 19q13. 33, %}
B 4 A T 20 0 0% )8 R IG & & LA KT 40 i 434k
SR EEAEMY . RATHTN I R P, miR-150
fE MALT kPR 35 75 3278 miR-150 W] g
Z: 5 MALT R & Ak g, Chbl % & &
B E3 1z RIEHERG, LU Chl-b HA i e &
A= R ERIERT, HaZAE RS miRNA A 3¢, 41 Cbl-b
n] 3 i AP ZEB2 A miR-200c 411 5 f 40 i Hh g
B E A KT 1 Gnsulin-like growth factor 1,
IGF-D i3 b B M ST (L . 18 vl miR-891b
(10T R S R A R PR A ML B 5 . AR B AR
P miR-150 A2 545 MALT IR0 & 2
K JE . UL Cbl-b J& 54 8 miR-150 T i 5 T 1E 4%
JEE MALT 3k EL8 0355 78 R 28 1 i v 4480
PR e —2 7 MALT B 09 & AR AL &
TGS TR AR A

1 ##7IE

1.1 #A&k &R % Cbl-b,miR-150 #m|

L1 ArARE AO5RT 3 FIR S 45 5
MALT Pk R FE A SR A T2 R R RAE R
BElRAL 2016 4F 7 F 2 10 H WA 4 I MALT i
CUR RS . BEL B AR 40~70 &, Rt
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6] 3 AN H = 6 4F. REBETTRIIE S BT IEBUE AR
JRARH) MALT i EVR, A S s 2.
A BRBA A MALT ik E8 b C HAb PG . A
WFFE 250 78 B K AR B Be A8 3 25 B 45 o it iE
of . A AR E A R B

1. 1. 2 gPCR #& M Cblb, miR-150 % 3%x  H
TRIzol 7 (Invitrogen) 41 $2 MALT bk (2988 2H 21
T g 542U 4k RNA 38 i PrimeSerip 255 57518
FEHRE 1 pg B RNA F a4 cDNA, T 8 B
Fr Bt il gPCR & & : JumpStar Taq ReadyMix
(Sigma) 10 pl, Evagreen dye %%t 46} (Biotium)
1 plis cDNA 25 ng, 51 IR & ¥ (% 5 pmol/L)
0.8 pL, K /K2 20 pl., qPCR YK Roche 23 F)
b, qPCR F2F W F: 95 C 5 min; 95 C 30 s,
60 C 30 s.72 C 30 s, 3 43 NEH; 95 C 30 s;
65 C 2 min; SRJG AR 0. 11 C/s THRZE 95 C. 1
THEA BT E 0. 2 CRAE —IRIOGIH ; 555 FER
£ 20 CHERNL. qPCR 5151 ILE 1,

£1 qPCR3|¥FET
Tab 1 Primer sequence for qPCR

Gene Primer sequence (5'-3")
MiR-150 RT: GTC GTA TCC AGT GCA GGG TCC GAG GTA
TTC GCA CTG GAT ACG ACC ACT GG

F. ACT GTC TCC CAA CCC TTG TA
R: GTG CAG GGT CCG AGG T

Cbl-b F. CAC CCT TCT CCC AAG CAT AA
R: AGA CCG AAC AGG AGC TTT GA

BActin F: GGC GGC ACC ACC ATG TAC CCT
R: AGG GGC CGG ACT CGT CAT ACT

RT. Reverse transcription; F: Forward; R: Reverse

1.2 fmie3sIc BAR X i)

.21 KA AMLE  MR-150 #1414 )% %) (5'-
CAC UGG UAC AAG GGU UGG GAG A-3)  f
LY ¥ %1 (sense 5'-UCU CCC AAC CCU UGU
ACC AGU G-3', antisense 5'-CUG GUA CAA
GGG UUG GGA GAU U-3") F1 B 4 %f I8 (1% &
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B04005) #y I 15 35 35 il 25 52 AR A R 2wl AR A s
CCK-8 12 & CH A [a A=Ak 2 W58 )« i 4 1L v
(FBS), RPMI 1640 ;5% %& (Gibco) » Matrigel J&Jit
& (Biocate) , Hoechst 33342 (Sigma) , DMRIE-C %%
Yeid F) (Invitrogen) , Lipofectamine 3000 & 4% i F| .
Opti-MEM %3 ( Thermo) » %t $ii-Cbl-b., /)N B i
GAPDH ( Santa Cruz). #r 1 ( Thermo ),
Transwell #z ( Corning), = W # B 1% ( Perkin
Elmer) , i 241 H 4% (Beckman) » .01 GH 5 i#4X
BDHUER A PR A FD

1.2.2 RPMI 8226 27 g 3 5 N2 &1k 6 4
Jfl RPMI 8226 T [E Bh 2 B b 1 A= A B 27 ik 58
BEANARZE . 20 B ok 2V Al B, i R 9 T 1006
FBS ) RPMI 1640 3532 A, e aE 4 d 3508 1 ¢ 3
HeBilL AR

1.2.3 RPMI 8226 21 f 4% % THALMUR M BRI
1 RPMI 8226 4fiJifd , PBS T . M 41 i3 55bz 4%
F& F1F . Opti-MEM 55 5% i i 2 40 ; DL £L 3 X
10° 119 40 B %5 B2 422 b T 24 fL AR, 18 U BE JS 16
Lipofectamine 3000 il DMRIE-C #4475 miR-150
TP G AN e Y 24,48 h S I RCR .
L.2.4 i 78 s WURNEUA KR 4/, L
Bl 510" WA BEHERD T 96 LR X E 4 B AL
37 'C.5% CO, £ FH53% 24 h, % miR-150 #0114
FIBH P X6k B 43 591) B Y 22 200 i, Ab B 24, 48,72, 96,
120 hJg . fiIm A CCK-8 #&3# 10 pL. F 37 C.5% CO,
MM RE R A N AR ZEEF 4 b il bR AR T GRE K
450 nm) , 2l A A 2 IR 20 R X 3 E %R S
UG BE (DYE/ 25 FAXTIRZL D X 100% 1,

1.2.5 ZAfa =2 BOOEE RN RPMI 8226
2K miR-150 17 3] 47 A0 BF 44 Xof R 43 310 2 e 2 4
L, 0 72 h g IR AR, 112X g B0 5 min,
17 PBS 22 0t 2 UG A 100 pl 255 22 v, i
A7-AADH PE & 5 pl, Z B G F 30 mins JIIA
400 plZ5-E G2 P L i 24 LA SR

1.2.6 iz it # L5 HMEIRFELE.: 78
Transwell #i | % Jig &8 o e 2 B T A 100 pL
Matrigel Z&F 18,37 CHEE 30 min, B EAE K
i) RPMI 8226 4] . 4 miR-150 i 4y AIBA M X
M, #0472 h J5,112X g B0 3 min, 5 13 ; H] PBS
HRRAIML . B0 FE BT ] Opti-MEM H8: J5# 41 i
FERER 3X10°/mL, 7E Transwell #i T ZAIA 600 pl

¥ 20% FBS BB L= ANA 150 L 4 B
37 C.5% CO, MUFRLE M FARLERESE 24 h, )5
W 2s = AR U = M R R i 2 =
BEZANM K b 2= A Hoechst 33342 YL iz R 4
4 5 min, FHTHABY Transwell HH, F 20 5458
FREHLZEEL 10 A HLEFHA HE IR 4347

LTS SE 5 B Transwell A E 2 IR ERAS N
Matrigel 55T A o F A3 20 B R 4 M (= 28 52 55
1.2.7 E@AFadan RPMI 8226 4 it/ 5%
H miR-150 #4804 miR-150 41 ] 4 F1 B 14 %f A
72 hig, BRI E T RIPA 240 b . A
J5,12 000X g 4 CEL 15 min, L EW. A BCA iR
A S R T . AR R AR AR AT SDS
PR OE JHg € e FEL UK SR IS 5% 7% & PVDF JE L. %
PVDF 5 5% Bilg @k = a4 2 h, )5 4 Chz
i —¥HL N B-Chbl-b, 1 ¢ 300; /) i 3-GAPDH,
1:5000) 24 h;#RJ5 TBST 37k 3 ¥K . 4K 10 min;
FF PhEIRSE 2 h, TBST 3% 3 g - i
ECL G & 0, 8 1400 K BEE (] Image] 5k
AT I3
1.3 %it5F & KA GraphPad Prism 5. 0 %44
WATG 20T . B L xs, 38R R s F R 41
SB[ 00 b Aok O X ¢ R g, LAy S0
AR AT Student”s ¢ K56, A DL E 4%
BRI LR 2R 5 25087 (one-way ANOVA) L H4%H
W B R WA R T 2 4 B (two-way
ANOVA), K37k #E ()N 0. 05,

2 & X

2.1 MiR-150 f£ IR /B 22 25 1 MALT k& 5% 40 27
Vg kiE  GERTIR, 5RGHLAALL. 3 B8 E
BRI miR-150 RYFIKK P-4y Bl (P<<0. 05,
B 1,

2.2 miR-150 494 4 5 F s ol & RPMI 8226
YiMuEE T & 10% FBS iy RPMI 1640 £ 34,
SR TEAIARL B RS (B 2A2B), $6Y 48 h
J5 s DG AREE M 2E Lipofectamine 3000 A1 DMRIE-C
e miRNA-FAM 1 RG5O, 45 R 2R,
Lipofectamine 3000 %% 424 4 il N & W FAM #rid
i) mi-RNA {52 ([ 2C); i DMRIE-C % 4L 4
DMRIE-C 1. 5 pL,miRNA 2 L, JG Ifil. 35 f4 %% 4 5%
REAF(E 2D)
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E 1 qPCR#il] MALT ik B miR-150 B 3RiE
Fig 1 MiR-150 levels in MALT lymphoma
tissues by qPCR
MALT: Mucosa-associated lymphoid tissue; NCT: Negative
adjacent control tissue; 1,2 and 3 indicate the first, second and third

patients, respectively. n=3, x=£s,. * P<C0.05, ** P<C0.01

O Sy ®
2 RPMI 8226 RIS K miR-150 3 H ¥ A 0 E
Fig 2 Morphology of RPMI 8226 cells and transfection
efficiency of miR-150 inhibitor
A, B: Cultured RPMI 8226 cells; C: RPMI 8226 cells tansfected
with Lipofectamine 3000 and miRNA-FAM; D. RPMI 8226 cells

transfected with  DMRIE-C ~ and miRNA-FAM.  Original

magnification: X40 (A), X80 (B-D)

2.3 4% miR-150 s+ RPMI 8226 4m jitL 3 74 44 %
SR R LA L % 2 miR-150 #0445 mT LA
Wi RPMI 8226 43458 , 76 120 h B 22 A 4
PR L (P<<0. 01, & 3) . AHXF T RHMEXS B4 . %
Y miR-150 k4 24.48.72.96.120 h J5 . 20 g AH
XoF 3 B # 4y Bk 121, 4%, 103, 6%, 100. 7%,
87.5%.85. 8%,

2.4 p4 miR-150 xt RPMI 8226 4m i it #% 542 %&
#9% il Transwell SEEGKT AP 6] miR-150 X
RPMI 8226 NI AR5, 45 R B/R. 7Y 72 h
J& » miR-150 I P 41 25 5 240 it 50150y B P o) BE 2

(57 7E£7.8) %, il [a 22 574 Gi it 2 L (P<
0.01, 4A.4C) , @I TE Transwell iy b= JERH
Jubl Matrigel &5, K 0 ] miR-150 %t RPMI
8226 4 MufZ 28 M52, L5 R Wos, Y 72 h 5,
miR-150 J1J ] 551 2 25 F5E 40 Ji 250 AL A B 14 X B 4 7
(69. 7 1. D%, 4l 5B Hit# 8 X (P<
0. 05, 4B.4D) . $iHA#PH miR-150 X RPMI 8226
YRR R B B A MRIE .

25
-@- Negative control

2.0 |-O- MiR-150 inhibitor

15 ¢

D450

1.0

0.5

Time #/d
3 R miR-150 HNHIFE RPMI 8226 48 T H 38 58 i 2%
Fig 3 The proliferation curve of RPMI 8226
cells transfected with MiR-150 inhibitor

** P<C0. 01 vs negative control. n=4, T=£s,

2.5 4] miR-150 #+ RPMI 8226 %m it 8 = 09 %
vy 38 U A R RS I A ] miR-150 X RPMI
8226 AL TN . S5 IR IE R IR TR
R €0.07 £0. 01) %, [ 1 % B8 20 9 T % Ay (6. 35+
0.64) %6, T miR-150 41 1] 4y 21 4 1= 2 2 (17. 1 &
0.42) Y0, 51EH 1A B X B4 A B » miR-150 41§
I 2H 40 M U8 T B . 2 R A SR X (P<
0.01,& 5,

2.6 Cbl-b 24 MALT & yg 20 47 ¥ 64 £ ik 1L
Z% miR-150 xf Cbl-b #9842 A dlid qPCR £l
3 B2 RE MALT R 35 I dH 2rh Col-b 13k
BN, BR BN, SRBHAM, 3 68 H
MALT R o Col-b mRNA [ 35K 735 F
T2 76%.80%H186% (P<<0.01, 6), AT
— W58 miR-150 XFChl-bi i /E F i 1 2 1 B
EJI 320 A6 300 490 ) 1t 23k miR-150 J§ RPMI 8226
AL Chl-b F M FE. SR BA, SR
ZHAHEE, RPMI 8226 41 Jiid 4% % miR-150 # 4L 4) J5
Cbl-b HHMF L E T HGHEHZE RIS E L
(P=>0.05) . %YL miR-150 #MHI# 5 Cbl-b & 1%
ik EH(P<<0.01),
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5] =
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5 = 100 |
(%) Q
N 2
i B EE]
=2 &
= s 50[
= 5
) o
é E o C
= 100 pun BN 'z Negative control MiR-150 inhibitor

0 D
Negative control MiR-150 inhibitor

MiR-150 nhibitor Negative control
Number of invaded cells (% )

B4 #HZ miR-150 #1433 RPMI 8226 40T R F{E M2
Fig 4 Effect of miR-150 inhibitor on the migration and invasion of RPMI 8226 cells

A, C: Results of migration by Transwell assay; B, D: Results of invasion by Transwell assay. * P<C0. 05, ** P<C0. 01 vs negative control.

n=3, Tts:
i Normal Negative control 5 miR-150 inhibitor
10 10
R6 R7 0.10% R7  2.68% R7  5.59%
,[0.20%
10
a a a
a2 ~ | a a
< 107 TR 'R9 < <
~ et | ~ ~
10'3
!.
?.24%
100 10" 10 10" 100 100 10
Annexin- V Annexin- V Annexin- V
5 3 miR-150 E14 %+ RPMI 8226 £RfE T8I 500
Fig 5 Apoptosis in RPMI 8226 cells after treatment with miR-150 inhibitor
e 1sp $ -
E’ * % *k 5k '\\0&" .sé{@ 4 -
2 1 1 [ 1 SR
z <& & - e |
~ 1.0F 6)Q f—)Q 33 #ok
E ¢ & 55
< R 22t —
& oshH 5%
] Chl-b- s iy e é a1t
C I A P : [ ] c
: i .S )
D &P &P GADH | S — W@ @
OF Q) L VO o B N N
RN SN R o
FTF S P
W

Bl 6 MALT #EREALF CbEb mRNA KR IE LK miR-150 % RPMI 8226 Zffish Cbl-b & B RiAHI#0
Fig 6 CbFb mRNA expression in MALT lymphoma tissues and effect of miR-150
on Cbl-b protein expression in RPMI 8226 cells
A: The expression of Cbl-b mRNA realted to NCT by qPCR; B, C: Western blotting results of the expression of Cbl-b protein. MALT:
Mucosa-associated lymphoid tissue; NCT': Negative adjacent control tissue; NC: Normal Control. 1, 2 and 3 indicate the first, second and third

patients, respectively. ** P<C0.01. n=3, =%,
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fih /N RNA, miRNA 52 258 i 5% 5% 5 9 32 R0 3K
et oW S PR SN 7 I o F e e AL 7/ =S U N
AT L Z 4 miRNA BS% £iES 5 TKE
I & AR, 4 miR-15a-16-1 [ F I8 ok Bl 2k fig
RSP b B 200 0 1 095 s miR-17-92 1) 3k 3% K g
TIPRIR T 98 1 & i s miR-21 3 IR REVE A HT B 41
IWRELSRE, P ) miR-21 WS BRI R S . AT
I BH BF 98 & ¥, MALT bk B2 % ' miR-200a.
miR-200b,miR-200c F & T ., 3+ o _E 3 cyclin
E2 25 MALT ik B8 i R A= R RS, @ Il
miR-150 & —F /e 1M 72 Gt P 2 g 41 i 7 FH )
/N B RNAL WF 58 & B8 P bk E 4l B 1 I s K
B 201 bk 97 2 4 vk EEL 98 A 1 AR 3% 40 400 i vk £
FEAFNZRIE miR-150, i 13 % 7% miR-150 REM il iX
Sk LR AN A R T (AR miR-150 FEVEIL
Mk R ik R,

R TR miR-150 78 MALT #k B8 v #9 7 H
FAUH AT E Sl i qPCR J7 46 A BE A 1Y
3 B4k 5 MALT ik B 41 20 miR-150 () K ik,
S5RFBH, 5O H AU . MALT i 298 2H 41
miR-150 FIRHFAEARFRE R L, X481
BATHI AT T LA B Gebauer %51 [ ff 5% 45 5
—%, MHh. Thorns % & B miR-150 7£ H b BEAH
KWK EL LIS N X B 4l bk 8 o B 4
KPR ZRE . EIRUFFEHR miR-150 I RRE—Fig
FERASI MALT 3 B8 (9 bR An s . 1l Tl R
R MALT ik EU88 5 Bl 212 18 P 25 15 4% sl ik
TEMEZE IR A A O IR E XTSI MALT i
B 2 TR A B

MiR-150 5 A [7] 4 fit 9 200 e HAT AN [7) 10 400 i A=
Y14y BE , W miR-150 it T fig g Frb 98 41 i 1) 4= 2
TER ELA AR R T g 200 1 8 G R T A%
HEA M SEERY . 7 MALT k&8 b -
miR-150 141 il 4= W) 2% DI e v AN T K. MALT ik
BRI —Fh & LR T 45 AN 4 X 1 B 40 itk B L
AN SR AR VR K B 41
JINUHR U200 L 96k 988 . RPMIT 8226 41 if J& — Fi
FAR IR B 2 M bk 090 4 ML 3 L ZE AR e b T

PRUTHR B B 2% MALT 3k B8 19 & AR AL . 2t 7
RPMI 8226 4l it 4% ¢ miR-150 1 P10 5% miR-
150 XoJ firfes 240 B 1) 1P ML o 285 SR 7, 55 B o TR
ZHAR L ] miR-150 W] LAAp ] RMPT 8226 4 fifd (1)
KA AR HER T, HA ) RPMI 8226 41 My (7 iE 58
A28, W miR-150 XF RPMI 8226 4 Jitg ity 1T #
AR ZEH HAA R EER . YL E45 SRR miR-150
ik LA REAE L iE RPMI 8226 i a5 iF % iR
2, DT A0 o0 2400 J6 Py 90 T i 2 F MIALLT 8 EL 98
WA R

BEAEFST 22 B . miR-150 38 33 4 45 F W i 5k B
Z5 T A B Al & & . Ghisi 1 & B,
miR-150 JH# Notch3 ) 3" UTR #4#] T 40 i 14 &
H.o FATHE T targetscan FEFF & LA MALT
PRV miR-150 (48 s 86 A4S Cbl-b (5541
F. Cbl-b J& T E3 {Z RGN 05 N K i B 2 IR
PEZE A (TKB) 25443 . E3 12 24k (RING) Z5 #4345,
C oK sty 1 Il 2 MR & 5 X R 3z R M o6 45 A I
(UBMM, #1588, Cbl-b it TKB 454 i1k
3¢ 2 4 K H T 32 4k (EGFR) | Il 45 1 Jz 4 K A 7
ZAK 2 (VEGFR2) g8 Ifi /N i I8 1 A K B 7 52 1K
(PDGFR) M N Bt » 12 ZALIF L dF X 22 (R N 75 B0
Tt A S8 At 8 [l AR » 7 L 200 348 15 5 o R 3 Ak
AT i gl A1) AR 9T B, 3 451 MALT bk
EVR B M 4 2 Cbl-b mRNA RIETIH.,
fITHEN Chl-b 19T W] B J& i F miR-150 119 L8 iy
., Cbl-b 2 53] MALT kU8 19 & 4k
IR, A S A5 R S — P R T FRATT A AR
il miR-150 ®] L @ 3% 98 Cbl-b & . M 4 T
miR-150 BAPIMIES 53-41] T Cbl-b FE H AR

AT L RFEW], miR-150 FEZ5 I MALT k2
JH B ek, X RPMI 8226 41 i (i 38 4 L 3T % 1
{RZBEA IR XA dE T BAT IR miR-150
TUESF Cbl-b 3B AE S5 B MALT k9% i
ZTH, L EWFIE M miR-150 7645 [ MALT
EUR I KR R R R A e E AT S miR-150
VB — i b 7 9 FH 1 45 T MALT 8k B0 988 1) it
RIZIH AL T HIS KA I 328 miR-150 7] g )iy
TRIT LM MALT LR A — I e
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