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[ Abstract | Objective To analyze the viral shedding time and its influencing factors in different site
samples of patients infected with severe acute respiratory syndrome coronavirus 2 (SARA-CoV-2) omicron BA.2
variant. Methods Real-time fluorescence polymerase chain reaction was used to detect SARS-CoV-2 nucleic acid in
nasopharyngeal swab, sputum and anal swab from 217 patients with coronavirus disease 2019 (COVID-19) who were
infected with severe acute respiratory syndrome coronavirus 2 omicron BA.2 variant confirmed by gene sequencing
in The First Affiliated Hospital of Naval Medical University (Second Military Medical University). The differences of
viral shedding time of different site samples were compared. Stratified analysis and multiple linear regression analysis
were used to explore the influencing factors of viral shedding time in different site samples. Results The age of the
217 COVID-19 patients was 32.0 (24.0, 50.5) years old, 59.0% of them were males (n=128), and 41.0% were females
(n=289). Eight (3.7%) cases were diagnosed with asymptomatic infection, 184 (84.8%) cases were mild type, 21 (9.7%)
cases were moderate type, 3 (1.4%) cases were severe type, and 1 (0.5%) case was critical type. A total of 70 (32.3%)

patients were treated with molnupiravir. The viral shedding time of SARS-CoV-2 nucleic acid in nasopharyngeal swab,

[WfsHE] 2022-08-26 [(#ZBH] 2022-11-03

[(BLWMB ] WEFEERFCR _FERERS) S — W8 P55 H o 2B BHF 463 H ( COVID-ZD-011 ). Supported by Key Research
Project of Coronavirus Disease 2019 of The First Affiliated Hospital of Naval Medical University (Second Military Medical University) (COVID-
ZD-011).

(1B ] S Wit fERCEEIT. E-mail: 18351977696@163.com

"1 ( Corresponding author ). Tel: 021-31161907, E-mail: liangxuesong2000@163.com



5511 R RS G U U BA 2 AR S RIS UL N [ S R A R B IR 1] B S R 2R

e 1241 -

sputum and anal swab was 13.0 (11.0, 17.0) d, 16.5 (13.0, 21.0) d and 10.0 (5.3, 11.0) d, respectively, with the differences
being significant between them (all P<<0.001). Age=60 years old, underlying diseases (especially hypertension, coronary

artery diseases, or neurological diseases), and clinical classification of moderate type were risk factors for prolonged viral

shedding time in nasopharyngeal swab; male sex and underlying diseases were risk factors for prolonged viral shedding

time in sputum; and male sex was a risk factor for prolonged viral shedding time in anal swab. Multiple linear regression

analysis showed that critical type was an independent risk factor for prolonged viral shedding time in nasopharyngeal swab

(P<<0.05), and male sex and underlying diseases were independent risk factors for prolonged viral shedding time in sputum (both

P<0.05). Conclusion Among patients infected with omicron BA.2 variant, the viral shedding time in sputum is the longest and

that in anal swab is the shortest. Male patients and/or patients with underlying diseases have longer viral shedding time in sputum.

[ Key words ] severe acute respiratory syndrome coronavirus 2; omicron BA.2 variant; shedding time; nasopharyngeal

swab; sputum; anal swab
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SARS-CoV-2: Severe acute respiratory syndrome coronavirus 2.
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& 1 SARS-CoV-2 BETF BA.2 TRUKELE BRK TR S &R B ZINE RS
Tab 1 Analysis of influencing factors of viral shedding time in nasopharyngeal swabs of patients infected

with SARS-CoV-2 omicron BA.2 variant

N=217
Variable Case, 1 (%) Viral shedding time/d, M (O,, O,) Statistic P value
Gender Z=-—0.533 0.594
Male 128 (59.0) 13.0(11.0, 16.8)
Female 89 (41.0) 13.0 (10.5, 17.0)
Agelyear Z=—3.289 0.001
18-<<60 174 (80.2) 12.0 (10.0, 16.0)
=60 43 (19.8) 16.0 (12.0, 19.0)
Body mass index/(kgem ) H=0.340 0.844
<18.5 12 (5.5) 14.5(10.3, 18.3)
18.5-<<24.0 141 (65.0) 13.0(11.0, 16.0)
=24.0 64 (29.5) 13.0(11.0, 17.0)
Comorbidity Z=-—3.250 0.001
Yes 47 (21.7) 15.0 (12.0, 20.0)
No 170 (78.3) 12.0 (10.0, 16.0)
Hypertension Z=—3.061 0.002
Yes 34 (15.7) 15.5(12.8,20.0)
No 183 (84.3) 12.0 (11.0, 16.0)
Diabetes mellitus Z=—1.589 0.112
Yes 9(4.1) 16.0 (13.0, 19.5)
No 208 (95.9) 13.0 (11.0, 16.8)
Coronary artery disease Z=—2.426 0.015
Yes 12 (5.5) 17.5(12.3, 20.8)
No 205 (94.5) 13.0(11.0, 16.0)
Neurological disease Z=—2251 0.024
Yes 8(3.7) 18.0 (12.5,20.8)
No 209 (96.3) 13.0(11.0, 16.0)
Chronic pulmonary disease Z=—1.012 0.311
Yes 4 (1.8) 18.5(9.5,24.5)
No 213 (98.2) 13.0 (11.0, 16.5)
Clinical classification H=16.876 0.002
Asymptomatic infection 8(3.7) 13.5 (6.0, 17.8)
Mild type 184 (84.8) 12.5 (11.0, 16.0)
Moderate type 21(9.7) 18.0 (12.5, 20.0)°
Severe type 3(1.4) 14.0/17.0/24.0°
Critical type 1(0.5) 25.0°
Antiviral therapy Z=—0477 0.633
Yes 70 (32.3) 13.0(11.0, 17.3)
No 147 (67.7) 13.0 (11.0, 16.0)

*: Measured values are listed because the sample size was too small to calculate the median. "P<<0.05 vs mild type group.

SARS-CoV-2: Severe acute respiratory syndrome coronavirus 2; M (Q,, Q.): Median (lower quartile, upper quartile).
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Tab 2 Analysis of influencing factors of viral shedding time in sputum of patients infected

with SARS-CoV-2 omicron BA.2 variant

N=46
Variable Case, n (%) Viral shedding time/d Statistic P value
Gender Z=—3.204 0.001
Male 39 (84.8) 18.0 (14.0, 21.0)"
Female 7(15.2) 12.0 (10.0, 15.0)°
Agelyear Z=—1.235 0.217
18-<<60 38 (82.6) 16.0 (13.0, 20.0)"
=60 8(17.4) 21.0 (13.5,22.3)"
Body mass index/(kgem ) F=2304 0.112
<185 2(4.3) 17.85+0.78"
18.5-<<24.0 31(67.4) 16.32+0.85°
=24.0 13 (28.3) 20.15+1.88"
Comorbidity t=—2.510 0.016
Yes 11 (23.9) 20.91+2.25°
No 35(76.1) 16.34+0.75
Clinical classification t=1.636 0.207
Mild type 40 (87.0) 16.90+0.84°
Moderate type 5(10.9) 21.60+3.17°
Severe type 1(2.2) 25.0°
Antiviral therapy t=—0.087 0.931
Yes 17 (37.0) 17.53+1.61"
No 29 (63.0) 17.384+0.92°

*: Median (lower quartile, upper quartile); *: x+s; ©: Measured values are listed because the sample size was too small to

calculate the median. SARS-CoV-2: Severe acute respiratory syndrome coronavirus 2.

&3 SARS-CoV-2 BEH BA.2 TRHKBEE LK FRSZERAKN BN ZIEEES
Tab 3 Analysis of influencing factors of viral shedding time in anal swabs of patients infected with SARS-CoV-2

omicron BA.2 variant

N=44
Variable Case, n (%) Viral shedding time/d Statistic P value
Gender Z=—1.989 0.047
Male 21 (47.7) 10.0 (8.0, 15.0)"
Female 23 (52.3) 8.0 (4.0, 10.0)"
Agelyear Z=-—0.959 0.338
18-<<60 21 (47.7) 9.0 (4.5, 11.0)"
=60 23 (52.3) 10.0 (7.0, 15.0)"
Body mass index/(kgem ) t=—1.681 0.100
18.5-<<24.0 26 (59.1) 8.65+0.78"
=24.0 18 (40.9) 11.00+1.25°
Comorbidity t=0.966 0.339
Yes 23 (52.3) 10.26+1.10°
No 21 (47.7) 8.9010.84°
Clinical classification H=17.179 0.066
Asymptomatic infection 2 (4.5) 4.0/3.0°
Mild type 31(70.5) 10.0 (5.0, 11.0)"
Moderate type 8 (18.2) 10.0 (8.3, 16.3)"
Severe type 3(6.8) 7.0/15.0/16.0°
Antiviral therapy t=1.302 0.200
Yes 23 (52.3) 10.48+1.04°
No 21 (47.7) 8.67+0.90°

* Median (lower quartile, upper quartile); *: x=%s; ©: Measured values are listed because the sample size was too small to

calculate the median. SARS-CoV-2: Severe acute respiratory syndrome coronavirus 2.
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