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Decreased XAB2 expression and gastric cancer
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[Abstract] Objective To investigate the changes of XAB2 mRNA and protein expression in gastric cancer tissues, so as
to discuss its possible relationship with the development of gastric cancer. Methods XAB2 mRNA expression in 34 gastric
cancer tissues and the matched adjacent normal tissues was examined by real-time RT-PCR. Meanwhile, tissue biochip and
immunohistochemistry were employed to examine XAB2 protein expression in gastric cancer tissues, matched adjacent normal
tissues, and gastritis tissues. The expression of XAB2 in different tissues and its clinical significance was analyzed. Results
XAB2 mRNA expression in the gastric cancer tissues was significantly lower than that in corresponding adjacent normal tissues
(P<C0.01), and the expression level was greatly decreased at early stage of gastric cancer (stage | + [[ ). Immunohistochemical
examination showed that the positive rate of XAB2 gene was significantly lower in gastric cancer tissues (50.0%, 17/34) than
those in the adjacent tissues (82.4% , 28/34) and gastritis tissues (91. 1%, 31/34, P<C0. 01),with no significant differences
found between the latter two tissues. The XAB2 protein expression in gastric cancer tissues was positively correlated to tumor
differentiation(P=0. 041) and negatively with tumor infiltration and size (P =0. 019 and P =0. 027, respectively). XAB2
expression was not associated with patients’ sex, age, tumor position, lymph node metastasis or TNM stages (P>>0.05).
Conclusion  The lower XAB2 expression might be closely associated with the development and progression of gastric cancer,
and further studying may benefit the diagnosis and therapy of gastric carcinoma patients.
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1 FEEEHASR XAB2 mRNA RiZH TEEH
Fig 1 Down-regulation of XAB2 mRNA
expression in primary cancer tissues
Y-axis shows the log2 fold changes of up-regulation or down-regu-
lation multiples (>0 means up-regulated, <Z0 means down-regula-
ted). X-axis shows the XAB2 expression of different stages. Each
box from top to bottom represents the maximum, third quartile, me-

dian, first quartile and minimum of the log2 fold change, respectively
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Fig 2 Expression of XAB2 protein in

gastric cancer, tumor-adjacent, and gastritis tissues
A Tumor-adjacent tissues; B: Gastritis tissues; C: Gastric cancer tis-

sues. Original magnification: X 400
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Tab 1 Expression of XAB2 protein in different tissues

Gastritis Tumor-adjacent  Gastric

Item

tissue tissue cancer tissue
The ratio of positive cells
<1% 2 5 16
2%-25% 3 3 4
2626-50% 2 4 3
51%-75% 7 7 3
>75% 20 15 8
Intensity
No staining 2 6 17
Weak staining 9 9 13
Moderate staining 23 19 4
Strong staining 0 0 0
Total score
0-1 3 6 17
2-4 11 10 16
5-8 20 18 1
9-12 0 0 0

%2 FRAIGKFEERT XAB2 BEREER
Tab 2 Expression of XAB2 protein under

different clinical pathological conditions

Positive

Ttem n - rate %) P value
Sex 0.512
Male 14 7 7 50
Female 20 10 10 50
Age 0.174
<40 3 3 0 0
40-60 15 6 9 60
=60 16 8 8 50
Tumor grade 0. 041
High 14 4 10 71.4
Middle 9 4 ) 55.6
Low 11 9 2 18.2
Tumor position 0.477
Cardia 11 4 7 63. 6
Corpus 10 5 5 50
Antrum 13 8 5 38.5
TNM stage 0.732
I+1 16 9 7 43.8
-+ 18 8 10 55.6
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Ttem n - rI:(t):‘(t;/\;e) P value
Lymph node metastasis 0.500
No 15 9 6 40
Yes 19 8 11 57.9
Tumor size d/cm 0.027
<8 11 2 9 81.8
=8 23 15 8 34.8
Depth of infiltration 0.019
Mucosa 11 2 9 81.8
Serous membrane 13 7 6 46. 2
Penetrate-serous 10 8 2 20
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