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Correlation between microsatellite polymorphisms in ob gene 3’ flanking region with overweight and obesity in

Chinese Han ethnicity in Shanghai

LU Jin,ZOU Da-jin* (Department of Endocrinology,Changhai Hospital, Second Military Medical University, Shanghai 200433, China)
[ABSTRACT] Objective: To investigate the correlation between the microsatellite polymorphisms in ob gene 3'flanking region
with obesity in Chinese Han ethnicity in Shanghai. Methods: The genotypes of polymorphisms in ob gene 3'flanking region were
determined by PCR in 232 Chinese Han subjects (including 130 obese patients and 102 normal controls). The clinical data,
including height, weight, waist circumference, hip circumference, body mass index, waist-to hip ratio (WHR), blood glucose,
serum insulin, blood lipids, and uric acid, were compared between the 2 groups. Results: No significant difference of genotype
frequency (I /1 0.115, 1 /1 0.331, 11/ 0.554ws T /1 0.059, 1 /1 0.333,11 /1 0.608) and allele frequency ( I 0. 281,
I 0.719 ws 1 0.225,1] 0.775) of ob gene 3'flanking region was observed between the 2 groups. In obese group, patients with
I +1I genotype was associated with increased WHR compared with those with [ /Il genotype (0.91+0. 05 vs 0. 8640. 03,
P=0.047). Logistic regression analysis showed that WHR was independently correlated with ob gene polymorphisms (P =
0.042). Conclusion: Polymorphisms in ob gene 3" flanking region are correlated with central obesity in obese patients of Chinese
Han ethnicity in Shanghai.
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Tab 1 Genotypic and allelic distribution of ob gene polymorphism in 2 groups

[n(%)]

Subjects N 1/1 I/1 n/1 1 il
Obese 130 15(0. 115) 43(0. 331) 72(0.554) 73(0. 281) 187(0.719)
Control 102 6(0.059) 34(0. 333) 62(0.608) 460, 225) 158(0. 775)

x'=1.832,P=0.176
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Tab 2 Relationship between ob gene polymorphism genotype and clinical characteristics in obese group
Index Group | (I/1.,1/1.,n=58) Group (I /1l sn=72) P
SBP (pp/mmHg) 123.334+15. 06 115.67411.43 0. 344
DBP (pp/mmHg) 79.67410. 61 78.33+5.16 0.788
Height (//cm) 162.00+4. 90 162.6747.65 0.861
Weight (m/kg) 75.83+3.37 74.8348.35 0.791
BMI (kg/m?) 31.1141.03 30.214+1. 30 0.213
Waist circumference (//cm) 88.17+7.39 89. 084 4. 41 0.799
Hip circumference (//cm) 101.17+7.63 97.50+3.39 0. 307
WHR 0.9140.05 0.8640.03 0. 047
FPG (cp/mmol « L™1) 4.8340.43 5.3840.56 0. 086
FIN (2p/mU -« L™ 14.09+4, 34 22.95+12.53 0. 315
TC (eg/mmol « L™ 1) 4.8740.71 5.1641.21 0.621
TG (cp/mmol « L™1) 1.2840.78 1.91+£1.79 0. 450
LDL (cp/mmol « L™ 1) 3.1340. 35 2.8040.53 0.379
HDL (c/mmol « L) 1.5840. 34 1.6040.52 0.954
Uric acid (¢g/mmol « L™ 1) 0.2540.04 0.2440.04 0.674

1 mmHg=0. 133 kPa
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