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Epidemic survey of familial clustering risk factors for hepatitis B in Shanghai area
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[ABSTRACT] Objective: To investigate the familial clustering risk factors for hepatitis B in Shanghai area. Methods: A
standard, two-page questionnaire was designed to investigate the risk factors for HBV infection in the family members of index
cases. The risk factors were analyzed between families with HBV clustering and families without HBV clustering (controls).
Results: A total of 870 family members from 298 families were investigated. Multivariable analysis showed that family members
with liver cirrhosis (P=0. 004,0OR=2. 548,95%CI 1. 352-4. 800) and sharing of towels (P=0.016,0R=1. 864,95%CI 1. 125-
3.089) were the independent factors for familial clustering of hepatitis B. Conclusion: Family members with liver cirrhosis and
sharing of towels are the major risk factors for intrafamilial transmission of HBV in Shanghai.
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Tab 1 General characteristics of families with HBV clustering and without HBV clustering

Factor Fami(li:l:c;g;gcring Nonffaznnil:iaéocétistcring Total
Number of families 209 298
Mean members of families 3.0 2.89 2.92
Age (year) 39.32+15. 86 39. 854 16. 26 39.69416. 13
Gender(male,n[ %) 128 (47.94) 295 (48.92) 423 (48.62)
No. of families(income<<2 000 yuan RMB per month per person.n[ % )) 73 (82.95) 157 (75.12) 230 (77.18)
Education (middle school or lower, % ) 67.04 62.9 64.13
Married(n[ % ]) 221 (82.77) 483 (80.10) 704 (80.92)
Ethnic(Han,n[ % ] 265 (99.25) 599 (99. 34) 864 (99.31)
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Tab 2 Univariate analyses of potential risk factors for intrafamilial transmission of HBV

Familial clustering

Non-familial clustering

Potential risk factor (n=267) (n=603) OR 95% CI P
Sharing towels
No 33 43 1. 84 1.11-3. 04 0.012
Yes 234 560
Family member with liver cirrhosis
No 245 582 2.49 1.29-4.81 0.003
Yes 22 21
High school education or lower
No 25 91 1.72 1.05-2. 83 0.022
Yes 242 512
No. of families(income<1 000 yuan RMB per month per person)
No 40 122 1.72 1.01-2. 92 0.033
Yes 49 87
Mosquito bites f/week !
<7 185 463 1. 47 1.05-2. 05 0.019
=7 82 140
2.3 REATLHEHERREZ® %K E Logistic AFRE 1L 5 % (P = 0. 004, OR = 2. 548, 95% CI
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Tab 3 Multivariable regression analysis for risk factors of intrafamilial transmission of HBV

Variable P OR 95% CI
High school education or lower 0. 055 1. 626 0.990-2. 672
Income (<1 000 yuan RMB per month per person) 0.872 1. 026 0.750-1.403
Mosquito bites (=7 week™ 1) 0.061 1. 375 0.985-1.918
Sharing towels 0.016 1. 864 1.125-3. 089
Family member with liver cirrhosis 0. 004 2.548 1. 352-4. 800

3% i

O i A2 T 2L 35 DR IR R L 4 L 1R 2 i AL
BT FLAGHE R 1 b A% BB A H R R AL B . BF ST R
BRI IR 5 B I A 53 R A P B AT o
FRAE, Sl 1% 48 2 51 B T 3 R ALY %
fefmie 2z —1% . AW A L IX OB R E R
ANy 29. 87 Yo, AR T 48 £ R IR g Y 9 e 5 2R
B 2 2 ORI A0 e TR O R R R A%
i R R A B T AL R PRI A R 2 2B R
65 5B A9 A 185 D7 2CRY B 4 o % 1 08 2
FKEENACHR I Rz —, AT A R A
BHEHIIX 870 24 HKBEERL B L RN E M AR B, H RN

HHBERE D (P=0.012) KM AMHEEE (P=
0.003) ZHBBREART LT (P=0.022) .1
TN R B =7 ¥/ (P=0.019) FI A ¥ Al A7
1000 JGUAF(P=0.033) %5 R ERENSR
K, REESNAE XMW B LK IER 5 &3,
ZHCH R ST T e AN 8 A A A R R Atk —
A HEBR L 1T 5 6 Ak R 3 E] 2R3 (P = 0. 004,
OR=2.548,95% CI 1. 352 ~4. 800) , & Jf % ¥ 1l
(P=0.016,0R=1.864,95%CI 1. 125~3. 089) i,
R R BE R AL TE 0 fa B R R L 2 s FRATT AR
— SRl T 01 At B oy S R BE 2L
IFENER T =

Yao U JE A R H R A G 1 il AL 5% 2 O R R



5510 . B AR L AR LML IX 2 BT 48 51 E TR AR A I DRI 3R A YA T G 2 A AT

+ 1165

171X HBV B 1 £ BAL R i 15 X P B 46 L 3
i H £ W, Martinson 2871994 4E7E N4 F 5% %
B 46 K 25038 4 LI HBV YL 20 5 H % B %
T2 ful A 485 0 L G A 16 A7 R O L 46 L I 1T (OR =
3.1,95%CI 2. 1~4.5) /- & O F SRR (OR=
3.4,95%CI 2. 3~5.0) HHF H(OR=2.5.95%
CI1.3~4.6)%, whE M —IAF 58 #6725 4h ik
BHNTE HBsAg I8 PH M % 0 o 1 % BN RE
IWHIKEAT Bl RS O IR E 3 A O X 53 ATHG
A5 A 45 R A — 3, Knutsson 2510 F1 8 1 &
EUYI TG 4 BN AE O 4 A RO R HBV-
DNA,TE & M &8 & il W, WE W b W BB & ) HBV-
DNA,

PRI 92 1) & 5% i 3R 4 Mk 1) ke HE L 0 5| i AL
ST A, BN SR £ BB A R I 3R T AR
BFIE J BF 0 JHF 8 ) S g 2 ol L s R o A
50 B IR N TR 2T 5L 2 BH W & K AR R Y
FEEZ —,

[Z % XX #k]

[1] Yao G B. Importance of perinatal versus horizontal transmis-
sion of hepatitis B virus infection in China[ J]. Gut, 1996, 38
(Suppl 2) :S39-S42.

[2] Zhang H W,Yin J H.Li Y T,Li C Z,Ren H,Gu C Y,et al.
Risk factors for acute hepatitis B and its progression to chronic
hepatitis in Shanghai,China[ J]. Gut,2008,57:1713-1720.

[3] Thakur V,Kazim S N, Guptan R C, Malhotra V, Sarin S K.

[4]

[5]

(6]

(7]

(8]

9]

[10]

[11]

Molecular epidemiology and transmission of hepatitis B virus in
close family contacts of HBV-related chronic liver disease
patients[ J]. ] Med Virol,2003,70;520-528.
Lin C L.Kao J H.Chen B F,Chen P J,Lai M Y.Chen D S. Ap-
plication of hepatitis B virus genotyping and phylogenetic anal-
ysis in intrafamilial transmission of hepatitis B virus[ J]. Clin
Infect Dis,2005,41:1576-1581.
Gupta S,Gupta R,Joshi Y K, Singh S. Role of horizontal trans-
mission in hepatitis B virus spread among household contacts in
north India[ J]. Intervirology,2008,51;7-13.
TRt A B ERGE,BAE M, E K. WA IR
9 B S E R A LD [T ], th AR TR B % 2 R, 1997, 31,
362-364.
RN VR ST B O . N A N (N R R
T 2 £ R 58 M3 S AT 2 i e [0 . rh B RAGI BE ,
2008,8:1894-1897.
Martinson F E, Weigle K A,Royce R A, Weber D J,Suchindran
C M. Lemon S M. Risk factors for horizontal transmission of
hepatitis B virus in a rural district in Ghana[ J]. Am ] Epidemi-
0l,1998,147.478-487.
Lee D H,Kim J] H,Nam ] J,Kim H R, Shin H R. Epidemiologi-
cal findings of hepatitis B infection based on 1998 National
Health and Nutrition Survey in Korea[ J]. ] Korean Med Sci,
2002,17.457-462.
Knutsson M, Ljunggren K K. Urine {from chronic hepatitis B vi-
rus carriers:implications for infectivity[ J]. ] Med Virol, 2000,
60.:17-20.
R UL T N TR A Tl SON A T 112 9 & B 4% B A
IV R VR T HBV-DNA 25 54007 [J ], ) 76 B2 %, 1997,
19:541-543.

[RxHEE] 7+ X

E_EFEXFHERERFHRKAREHIBE—5 ()

1989 £ 1 I}
R Ei By 2 S SR
FEE LM EEBORENTIR (B7F ER F

1990 & 3 I
[ 5 R W3R A5 34 1

B

2-MHE W - N4 Ak ) e B0 R S0 0R 2 (PIVD By 5 18 70 B 5 1l % HG 1z T

[E B3 53 1 0
G P BREE 11 1 BE 5 B BT 58 A I IR 1z T
[ AR 2 3 =T 1

B R A A 48 5 B RO BT 5

GLEH et

(REB REL

ik

Lk ABE

XBE Ra®)

(RIn# DkK AR FZZ R P
AEF HEL
PLLiz)



