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Relationship of GATA3 with development and progression of breast cancer
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[Abstract] GATAS3 transcription factor plays an important role in the growth and differentiation of normal breast tissues,
and it is also closely related to the tumorigenesis of breast cancer. The roles of GATA3 vary in different breast cancer subtypes.
This paper reviews the relationship of GATA3 with normal breast tissue and the tumorigenesis of breast cancer, in an attempt to
provide theoretical evidences for future clinical applications of GATAS3 in breast cancer.
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GATAS X LR 0 1E % & £ J2 6 75 A5 . Kouros-Mehr
FEEIOT 3 2o AR e L 2F 04 B R A 0T R GATAS 8 K i 7L 3
HOR 2 3K B I SR BT, Kouros-Mehr 2500 %% 3135 4 81 T
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3.1 GATA3 55U A4 Yang ZFUSI I i 40 g ik 7
P b 2 38 VR IR I T 25 & A InE B4 5 R DA SE L B2 40 T
[&] 5% 21 Bt 7% %% 1k Cepithelial-mesenchymal transition, EMT),
Mani SRR BR T IR AR B AL 0 B AE L 28 EMT AR 3k A5
K E B EA THEIERE, R, Gupta 1 & I I 4L iR
I3 30015 DR i VT 0 0 e R AT 3 0 4R % 1 R G BR 2 4
e, ARSE L Z R b R £k GATAS HEE IE
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GATAS J2 ZL I 40 M 90 16 309 9 3 45 N 7 =2 — L R A] g 45 3L

JR S B LR A 55 . A  GATAS BEFE 45 Hy IX B B4 e 25 0 &
H GATA3 5 DNA 454G 68 1 1Y N B St 2 3LAR I & A= 90
BB T LR, U GATAS FEFL IR £ A E il 5
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FLAR B 4R S5 - R A0 ORI I B2, luminal

cell, 35 GATA3) FINL L Bz 40 H ( X FR =R 41 MY , myoepithe-
lial/basal cell, R ik GATA3 M AL, HF5EEK W GATAS 78
AN FUNR I 43 F B R A R A i VE I AT RE A TR TF) . As-
selin-Labat 2501 & BUAE B A FL IR 4H 20 b GATAS B2k S 5
F B0 200 e LR A PR EE 2K 0L I R A0 A
IE, B 222 B Rt . RIS, Tlsty™ A g 76 LA L
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B LE R b i 3k 0 FLR A0 MRS A L GATAS 1 B2k 7 A
5 R IR AE A PR R A & A 55, 5 — b, Pei
B GATAS G230 H] CDK i [H 5 pl18™®e fry % 3¢, i
= INK4e /N RLE = 4 R B & b & 4 ER BH P
S R B B 40 Tuminal 40D P, INK4c 7E R
GATAS3 BT W8 5 $E AL, 3] luminal 45 48 3 58 () 5] 05 fi6
g 0 ] 4 1 R LR (SOFR luminal 2920 IR 98 6 1 iz A
FLMRIE . f8 215 ER 58 b A 40 MR 0 i 2L S T AD
W&, EAIEFLBRE P INKde (R R 5 5 GATAS B A
AL R A2 7E T luminal BUZLIE LI GATAS 192k 85t
FIRRER B LA K luminal B3R 8 1% A A6, oAb, Wil
son A5 R B GATAS M B ERq 15 5 8 % B 0 75 19, 1
luminal %I FL I8 5 235 ERo. UL GATAS AR5 fig &
luminal %9 ZL I3 & £ A G,
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K, R AAT]FE — 2/ BRUBEI o 2 B GATAS (i 2 55 g
SR DG, HL WG I 9 R RS B AL 3 R 3K GATAS, 7/
i g b AR ASE R o i ] 3 — 2B S A R SR K GATAS 1
U5 A 00 L R iR A0 L % B G BE TS 40 5 5 R 40 i
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SIS BUS Y C R I AU, Mehra %7 & 3, 78 B 1R
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IR 22 5 A P e v 8 35 1 R A AE DI L 6 0, Pei AE1ST Y
W FARIESS 73X — 5, {2 Voduce %% 3 119 i ¥ 18 4
FLRR A 9 ) A T 9% & 3L AR SR B A M GATAS R 3k
TR BAF bR A0 248 i 46 AR 3 AR 8 L o R 4l
B 09 B EIRE CER IR Her2 IRE ) 438 . GA-
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