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Expression of F-box/ WD repeat-containing protein 7, fatty acid synthase and minichromosome maintenance

protein 7 in colorectal carcinoma and the related clinical significance
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[Abstract] Objective To study the expression of F-box/WD repeat-containing protein 7(FBXW?7), fatty acid synthase
(FAS) and minichromosome maintenance protein7 ( MCM?7) in colorectal carcinoma and the related clinical significance.
Methods Immunohistochemistry method was used to examine the expression of FBXW7, FAS and MCM?7 in the colorectal
carcinoma, colorectal adenoma and para-carcinoma normal mucosa tissues. Results The positive rates of FBXW7 in the
colorectal carcinoma, adenoma and normal tissues were 58.2%, 75. 0%, and 88. 9%, respectively, with significant difference
found between the colorectal carcinoma and normal mucosa tissues (P <C0. 05); and FBXW?7 expression was significantly
correlated with the differentiation degree(y*=10.516,P=0.001), lymphatic metastasis (3’ =4.489,P=0.034) and the tumor
size(y* =9.974,P=0.002). The positive rates of FAS in the colorectal carcinoma, adenoma and normal tissue were 94. 3%,
75.0% , and 55. 6 % , respectively, with significant difference found between the colorectal carcinoma and normal mucosa tissues
(P<C0.01); and FAS expression was significantly correlated with the patient age(xz =7.643,P=0.006). The positive rates of
MCMYT in the colorectal carcinoma, adenoma and normal tissue were 95. 8%, 66. 7%, and 22. 2%, respectively, with the
difference being significant between the three groups (P<C0. 01). FBXW7 expression was negatively correlated with that of FAS
and MCM7(r= —0. 276, P=0. 008; r= — 0. 443, P=10. 000), and FAS expression was positively correlated with MCM?7
expression(r = 0. 228, P =0. 024). Conclusion FBXW7, FAS and MCM7 might be new markers for early diagnosis and
prognosis prediction of colorectal carcinoma; they may also serve as new therapeutic targets for colorectal carcinoma.
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Fig 1 Expression of FBXW7,FAS,MCM?7 in colorectal carcinoma,

colorectal adenoma and para-carcinoma normal mucosa tissue(S-P)

Original magnification; X 400
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Tab 1 Expression of FBXW7, FAS and MCM?7 in colorectal carcinoma, adenoma and normal tissues

Group n — + +H H Positive rate( %)

FBXW7

Normal 18 2 1 7 8 88.9

Adenoma 24 6 6 3 9 75.0

Carcinoma 110 46 48 14 2 58.2"%
FAS

Normal 18 8 8 2 0 55.6

Adenoma 24 6 6 3 9 75.0

Carcinoma 105 6 38 42 19 94.3" "
MCM7

Normal 18 14 3 1 0 22.2

Adenoma 24 8 7 5 4 66. 7"

Carcinoma 96 4 28 28 36 95.8

* P<C0.05 ,** P<C0. 01 ws normal group; 24 P<C0. 01 vs adenoma group
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Tab 2 Expression of FBXW7, FAS and MCM?7 in colorectal carcinoma tissues of different clinocopathological features

Index FBXW7 FAS MCM7
n +-Ht x P n H-H X’ P n H-H X P
Age(year) 0.305 0. 581 7.643 0. 006 0.527 0.468
<60 66 37 64 44 53 37
=60 44 27 41 17 43 27
Sex 1. 434 0.231 0.117 0.732 0.762 0.383
Male 62 33 60 34 54 34
Female 48 31 45 27 42 30
Differentiation 10.516  0.001 2.606  0.106 2.250  0.134
Well-moderately 84 56 80 43 72 51
Poorly 26 8 25 18 24 13
Depth of tumor invasion 2.539 0.111 0.501 0.479 2.250 0.134
Tie 25 18 25 13 24 13
Ty 85 46 80 48 72 51
Lymph node 4. 489 0. 034 0.627 0.428 1. 749 0.186
No 70 46 67 37 57 41
Ni-2 40 18 38 24 39 23
Size d/cm 9.974 0.002 2.249 0.134 0.021 0. 885
<5 53 39 53 27 50 33
=5 57 25 52 34 46 31
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