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MicroRNA alteration associated with prostate cancer LNCaP cell progression to androgen-independence
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[Abstract] Objective To compare profiles of microRNA between the LNCaP and LNCaP-AlI cell lines, so as to futher
elucidate the post-transcritional mechanism regulating the progression to androgen-independence. Methods The microRNA
profiles of LNCaP and LLNCaP-AI cell lines were examined by Agilent”s microassay. The expression of six microRNAs was
verified by RT-PCR. The functions of differentially expressed microRNAs were eludicated by a search with miRBase software
(http://www. mirbase. org/). Results The Aglint”s microRNA microassay showed that 11 microRNAs were up-regulated and
27 were down-regulated during the LNCaP progression to androgen-independence. RT-PCR results were consistent with those
of the Agilent’ s microassay chips. By searching the targets of microRNAs in the miRBase software, we found that the
differentically expressed microRNAs were mainly involved in regulation of matrix metalloproteinase 9 (MMP-9), Bcl-2, and
epithelial growth factor receptor (EGFR) and genes mediating androgen metabolism. Conclusion  There is alteration of
microRNA during the progression of LNCaP to androgen-independence, which may involve androgen receptor related pathway,
metalloenzyme, anti-apoptotic gene and genes related to androgen metabolism.
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1.2 EZXAAME  Agilent miRNA & A A4
ff ] Agilent Technologies miRNA Microarray Sys-
tem, miRNeasy Mini Kit, miScript Reverse Tran-
scription Kit,miScript SYBR® Green PCR Kit ¥}
Qiagen A Fl = i 51 Qiagen 2 A $EAIE . SEERAY
v : ABI 9700 21 PCR #7444, ABI 7300 BIFEO0E £t
PCR 1%,
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pLs RNase-free H.O 8 pL, 2 X QuantiTect SYBR
Green PCR Master mix 10 pL, &% B & & 4 20
pL. 7E PCR KWK & oofin A %€ 6 44 8 (3% 38 Syb-
Green) , JEANGFRE 5 B9 96 FLARELAE ABI 7300 A %¢
J6E & PCR AL i 47 )L, BB & . 95°C 15
min;94°C 15 s,57°C 30 s,70°C 34 s,40 PMFEIFF;4°C
PRAF . FIHPOGAE 5 B R SC it I 4~ PCR #E 2,
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2.1 Agilent miRNA X F 284 R @id Agilent
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miRNA 7E LNCaP-Al 41 i 38 T 1.5 5L 1,
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PLb, BIATFHEM miRNA BB FRAMZE,

B 1 LNCaP #Af(A) K% LNCaP-Al #iff (B)
miRNA R3S F A E

Fig 1 miRNA scanogram of LNCaP cells (A)
and LNCaP-Al cells (B)
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RT-PCR il 5 6 1~ 22 5% miRNA g i b J5 #H %) % 35
WAL H P miR-565 %k L, miR-125b, miR-
222 .miR-221 . miR-149 ,miR-96 Fik#¥ FiF, 55
25 AT .
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Fig 2 Expression of miRNA after normalization

in LNCaP-AI cells and LNCaP cells

2.3 LNCaP-AI 288 miRNA % AL 45 4F M4k #1 2%
P LA A AR WIER hp:// wvew.
mirbase. org/ X miRNA W HHIER, 4550 &
IR A A AR AF G Y SE R FR AT LNCaP 460
PR AR ) LNCaP-AT 4 7, B9 228 {1 miR-
NA FEZFHEREAKRE T 2K (EGFR) LT 4 8
HE M 9(MMP-9) \Bel-2 i & AH LR, 3
1 M 2 R LNCaP-Al 48 jg tf 5 ErbB1 Al MMP-
9 JEFEA KA miRNA # 2 PR K

& 1 LNCaP-Al ffH 5 ErbB1 A4 XK
miRNA (5 LNCaP 48 ffi tb %)
Tab 1 MiRNAs associated with ErbB1 regulation in

LNCaP-AlI cells (compared with LNCaP cell)

Differential miRNA Relative level

miR-146b 0. 66 (Down-regulated)
miR-196b 0. 29(Down-regulated)
miR-330-3p 0. 59(Down-regulated)
miR-let-7¢ 0. 65(Down-regulated)

& 2 LNCaP-AI @i 5 MMP-9 £ 48X 8
miRNA (5 LNCaP 4 i Lt %)
Tab 2 MiRNAs associated with MMP-9 regulation in
LNCaP-AlI cells (compared with LNCaP cell)

Differential miRNA Relative level

miR-149 0. 49(Down-regulated)

miR-330 0. 59(Down-regulated)

miR-24 0. 63(Down-regulated)

miR-30e-3p 0. 57(Down-regulated)

miR-345 0. 65(Down-regulated)

miR-615 0. 25(Down-regulated)
30
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