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[ Abstract |

Lipids play important biological roles and their metabolism is closely related to the development and

progression of a variety of diseases. Lipid analysis is of great importance for research on disease mechanisms, biomarker

discovery, diagnosis and treatment, and drug research. Lipidomics systematically analyze the lipids and molecules that interact

with lipids in biological samples. This review introduces the biological roles of lipids and the analytical methods regarding

lipidomics in microbiology, and offers a future view of lipidomics in microbiology.
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I 53 b — AT A A 7 i (g s R B IR D % et A7 2
SE R

1o BB €535 (HPLC) . HPLC & —F & Y 23
BTV LA A 10 35 CRE S J52 #9 250 2 B9 T I
AR5 CHURE AR BT b iR D7 R RO A [R) 4 8D . 3%k B4R
A PR A2 2% L DR 8 S0RE e i R Bl T T 0 T AT
Oursel 2 RPLC-ESI-MS® 434 E. coli 48 Jifs i
1T R AR IR £ B e R 13 8 R IR H . OF Xt
e 8 3 W D Bt ety 20 1) 3 R
2.3 FERMFAIL AR E BEE N A
R PR R R L BOR B 22 1) W ST LA 2 5 B i o 4
RIRIESE o Al T i 5 A A DG B8 R Y S . R

VAL A i Bt 44 R B3 26 iR B4 Al L i 1R A .
Horb i R8s 2 & LIPID MAPS, BR b 2 5h . 8 A
H A8 & 838 )% (Japanese Pendant LipidBank) . Bx
BB LipidomicNet 28

3 ERAFEREY TR IIK

3.1 AdMirE ey KA WUEY N 2R R N
P bl 5 25 AL Y i ST A . DR UG R 2 AR W AR A W 1 -
X FA YT A R S A R B
FEAE G SR — AT P A R VR L AT LU X H
T ST TET I ) B T8 S AL o L RS B A R TR 1 2o A o
77 A PR R L R R R N % AR R A R VR . R
FRAT (SC) i wk i 1y 7 (SCEFD | T 28 By 19 7
(SCP) ., L % ifif s 2 19 B (SCA) 4T LA I J5 26 24 BF
% & L N Tk IR0 . 5 B T JUL 2 R 5 i R 0 )
SC 5 SCF.SCP.SCA X4}, &iX 3 Fhiif 24 15 (1 4= 9
PR
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