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FEZE] s R W, HE P RE AT m BRI B 2334, TP EH i A A arfd e . oo o
TF RN RES B AR R & SR AR g A R B 25 2L AT FRIR RNA (cireRNA ) FREE TS #4005 . CireRNA 764
WIRNBIAT 23k, MEYIIReREE EEMIREIER, FEA SRR . RUEMEARS Y, ERR ST
FHEHE K ASCERLET circRNA 7EMEGm H BRIt R, hIissem risia e ft—a i ELe RE .
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Circular RNA in the lung diseases: research progress
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[Abstract] Lung diseases, with high-incidence, are clinically common and difficult to treat, posing a serious threat to
human health. With the development of gene detection and high-throughput sequencing technology, circular RNA (circRNA)
has become a research focus again. CircRNA is widely expressed in organisms and plays important regulatory roles in
biological progress. Due to its high specificity, conservation and stability, circRNA has great potential in the diagnosis and
treatment of diseases. This paper summarizes the roles of circRNA in lung diseases research, hoping to provide theoretical
support for the diagnosis and treatment of lung diseases.
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ARk, BEEAL AT R, T Y Has SRR E HEAE , 4RI W] & 3 126
TR, 2% ZIRRRE R A DG (Qnimises . il il R RNA (circular RNA, circRNA ) EAMERRIIH
SR ARG Bh ke A ) B9 & R B T ARG, A= ENRVENE . IRFIEFIRERE, &
FEE LG A R TR, 2015 4R PEEEEMAE RS, HAT, circRNA 53
HE 2 0 AN ECRISE T NBr S L 400 J7 SRR T, (RIS i A A S AR
F1 200 U7, b o AECRIZET AEG e XD . RSO cireRNA BE B R &, XFH:
73 IR 61 T3, HUSTREE SN AR RIET: Sy SENTEI R AR DG Th B RIS i SRSk, DA
%E‘J%ﬁ[” PRI, BRI AE BRI 1 i2ih S it— e iy B AR s
Fo MR IR T MERE O, - Ak TR A A
{JT'U?E&%HF%E’JE S0 fe I MR AR 4
ﬁﬂ@k&lﬁ%@i%ﬁu%*ﬁ% GUBAAT A XA FH R RNA, circRNA /) 5

J&, ARSI 5 AW o3 155 D7 T R 456 Ak B 3-m A2 A RE5H, Hil J:_/Jj’l‘%l_i%é
P bRk e FE B e HABTERE , 155k RIEOR D) W R A i PR FRAR S5 F Y, e Kk
YIFF YN RNA (microRNA, miRNA) | &ifik 48 h DL I, HA RS . B MR Rsrt,

1 CircRNA #ik

A BHA]  2019-02-26 (BEZHH] 2019-03-29
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REAEAPTE T AR NS, X SeRR Rl A AN
PEIRIZYT bR FE A

1.1 CircRNA #£ 3 1977 4F, Hewlett %R
Se U BETE R 2 TP E B BUEE IS Y circRNA 43
F, T circRNA B9 K. 2 4Ff5, Hsu Fl
Coca-Prados" & IR AE EAZ AN A &L T circRNA
Bfif5, Arnberg %1 Cocquerelle %573 W {E 7 £
A AR B B AR 50, TIESE circRNA
SR . HILE AT 20 4F, circRNA £
A gt 51 D B — AR AR AR, AH G
FHEAT @M. HE 2012 4F, LR RNA
Kl A, Salzman ZF"HIESE T cireRNA 16 A S
Y S MR T4 b Iz A AE, fHAF circRNA F
JE A Z —

1.2 CircRNA #95% I 2013 4 Jeck PR “Oh
WFHAE” BIEF] 2014 4F Zhang ZFUHRE N
TIE” B4, T cireRNA 77 AEHL R EAS K
e MY AR, circRNA 434 3 Ff
KA, AN FIMEIER) circRNA (exonic circular
RNA, ecircRNA) ™' NE&FIHRALIERAY circRNA
(intronic circular RNA, ciRNA) "™ SR r—ph &
T citcRNA (exon-intron circular RNA,
ElcircRNA) ") Hr1, L ecircRNA e k80,

1.3 CircRNA #94EA#H  CircRNA B/EH]
BLEIAT 2 S an R (1) WIS RNA,
Memczak 25" HHFGT I, 41> CDRlas 7> Ffig
454 63 > miRNA-7 45, M52 i 0 3% PR i 2
ik; dE— 908 &K Pl CDR1as id £ 54 S EWLA
KBIRA, LA T.457 CDRlas Al diERHH
#, IEA CDRlas il miRNA-7 2541k #%
YEH . Hansen ZEUTBF I8 UESE, AR/ IR 41 20
#) ciRS-7 % 70 > miRNA-7 45407 15, REIMH]
miRNA-7 3%k, FiRWF5E I circRNA HA W
W miRNA WEB4ER, A B RS I7 2
B . (2) PR IE NG S #E . Zhang 25" HF
FERW, RIFEFHNE TR ciRNA Z Jr LIRE7F 41 i
AR 2R, 2= RE k25 1 S Y 23 i VR, TR
5 RNA 454 TAHEAER, DAL [ 8 75 38 R 4%
Ko (3) 5 RNA 255 FAEM. EcircRNA B 7
PEZE A AL PR RNA/DNA 431, i ecircRNA
AfEIEEH T AGO M RNA RAEMI,
PT84 3 PR A S U0 (4) oA o BIF 9% 5K

circRNA 524 RNA 354 Y32 K 152 mRNA J&
A, R A R A A

2 CircRNA 5HfijE

CircRNA 7EfitiE T EH C AR 2R W
B, ABVE R A= b i) S A E AL 5 i — 25 0F
FEII

Jits g VE AR N % ( non-small cell lung
cancer, NSCLC) ME2E, HAuTCA KEAHCHHF
5% Zhu UGS R S B AR G o i iR
FRZHZAUPRY circRNA, AT 60 4~ circRNA 731
MFRIAA UL, FFUESE hsa circ 0013958 ik i
S g s . ARG, A, BEEA
Kt miRNA-134 55075, BeRr S PELS & IF Ml
miRNA-134 WFEH, A 8 il B9 8 e An 4
FHZIF s . Zhao ZECSE@ b Xt 4 (51l 301 i Ao 1
) IR R AR R 55 1E H AL ALY T, T
357 DNEFFILMY circRNA, BEGTE 14 MREA
th (4 B, 10 BEE55 ER4H4) JH PCR £
ARIE T Hrd 5 4> circRNA (hsa_circ_0404833
0406483, 0006411, 0401977, 0001640) , 45H5
UG B2 —30, R cireRNA B ISR
RIS WS T I0A YT SRR A

IAh, Tiang 2PV EUFSE 60, hsa circ_ 0007385
25 NSCLC W4, KB, A B ETER bR
SYIFNSY P S L Zhang S AFST 455 W R hsa
circ_0014130 5 NSCLC #YIHHX, "LUEHR NSCLC
() —FpEMIAREY . Yao ZPIIBFSEIESS, hsa
circ_100876 7E NSCLC HLUF IRk KT,
Kaplan-Meier 447 73HT 2 WH: 5 3235 SR 10 SV A7
B[] %8, TAN hsa circ 100876 5 NSCLC JEFE
KRBV, AN NSCLC AR StEbr &y
FRYTHLS,. Luo ZPYRYRI ST HE /R It ZH 20 hsa_
circ_0000064 FKikFtE, HS TNM 45 EAH
o, AIVEN IR A A bR )

3 CircRNA 5H i FhEB &%z

3.1 Af%4Z  Huang PR, SNEIEALH) AR
L AFTE— ROV REREERI Y circRNA, JFUEH]
hsa_circ 0001937 SHligha% LA SIS BLob,
il i Fe 5 2% P hsa circ 0009024 Y36k THE
1M H A 8567 Ja RO R, AN
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52T R SRR
32 BURHA-FREMEER (1) Bk, Hirai
AP A IR R A A ORGS0 T REBR TR 432
FEPkE o P R R TR, R AR HI IR
SC5 cireRNA 756, (2) ARIXERAGPEmT HH AT AR
SO M %ERE ( community acquired methicillin-
resistant Staphylococcus aureus, CA-MASA ) .
Wan SPI5ERAG T PR ST8/SCCmeclV (1
HORFEF A FH, KB 36.0% MFER 5 5
PRAH FE I B Im] Y, E 2 3 Tt PR B0 Z R 0 R 1Y)
o 2. (3) SITFRE)E. SATRE
ORT-UMN 88 & —Ffidfi 2= [JIPETR, 2T & hili
R . LR IG b o 2538, it
FEA R T ETE R BP0 AR Ja e B R )
L ORT-UMN 88 5% 1 /1~% 2 397 867 HlFEXS Ay
WP, TESLZM RS cireRNA 2 Y1,
(4) HIH. Blasi %R, SMIHE R R B0 AR
BRI R A0 ML RE R T AT ), BEI 52 2 AR s ) it
L PRI SR, IR RE R R T A B g A B
Ab, AEgmtS RNA . circRNA Jfill& %5 st 3L R 1452
SRR BE (IR, T LRl sk B DR Y ) e
RS 55 Y B3 AT K o
3.3 IREMMERREHE  BFIEE LI, AR A
Sk m SR IHA P E T 60 24 RBHAE
1Y circRNA, §IEBH circRNA 1] 82 SR EM: i sh ik
FEEAEALHCY, Wang PR ERE T 12 A
[A]Z234 19 cireRNA, #ijll T AI6EY circRNA Z54 1
miRNA, Z5HFEIXLE cireRNA FIRESEBR ALY
AT N (R V RS (LYW
3.4 RSB FRSGE WA G E
T 296 IR Ao JFE i i 280 ok v . A6 T LT AR AR IS
hsa_circ_0029642 ik T, #2715 hsa_circ_0029642
A R Bk s e i A A

4 N %

W52 circRNA 78 EAZ AN b T 32 727
I REEHEEEEH. X TEENEDREY,
cireRNA FAA S EMREE . FRRmisrtE, &
G H— A E DR B RGTTREAS  IEE
L7 e Z i At L TSI K2 Wt i) A S e T )
T, AT circRNA 78 i g BB 5T LS 17—
FEVEE, FERELEMIE T (4N hsa_cire_0013958

TEMfiIRIE . hsa circ_0007385 7E NSCLC FhIfER
Wb EY AR TS VR, (B AR
FAMLHRIAER AR D o YR B o B4R
HRTEMEE T, AR AR EARGE Y
citcRNA B3 2 AN T3k 35, i HAd A il
It Can & FIe . SNETF-NE TTERME) aT
FARTEAIN D, AT

[Z % X #f]
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