WEREERFFIR 2023458 A 44 B4 8 W1 hutp://xuebao.smmu.edu.cn
Academic Journal of Naval Medical University, Aug. 2023, Vol. 44, No. 8 e 889 -

- e ddE

Tk BEFEA¥ (R _ZEAY) F-—MWEEREREFFARFOEHE, H
AR EE, #F, TEEF. B+ H,. PEIRRKE L, F+=F2ERREZR,
PEEXRFRFBER, BXHALRAAKREREFAREFOEHE, BRHEMNER
BHOEHE, PEBTRREARAEFTAL. REFYEETh2¥ 52E, AEET22
2K, (FERBALAS) E5%E. YHESRFNZR2FATFNARR, FHEE¥S
WHEE, FL. ARTREFLHMNREFL2IEZR, YEEMh2RRE*%
YER2FEZR, (FPRBUARELS) EHE NFEHF—LTHE L0 RF, £H
b P 52 A0 iR IR 1 i SURBH T R A H T

DOI: 10.16781/j.CN31-2187/R.20220819

S S B A A A R

I W, HkEL, & L, Tk
WEEERF (5 FERF) S—WEERENALNEL, B 200433

(RAZE]  AWehRs A A 3 5 AR ]I R AR ) S ZEALG, REFUI - N7 s [B] 254k, e B AR — o 1 )
W, SHINERE . RREER TS R AT T B, WFLEIR A TR AL e Reas R o e . . RARSE
SNELEYED, AR AN BRI R IETT, JERRE IR U IR AR A S B G A R E AR TR B
2 W TERE YR BRSO TRy, BRI AR RINTEN 248 E . 2 RGASERTER, JFaEN e 44
BT IR Z RV BT ARG SRS R 2K . IS CL 2 ariin 1T IFLsiia a2 A AL s 2 [0 R DGHK, LA
FeAT TR BER s, AR 2CAR5E A AN R Y 56 N A EAE AL . ASSCERR T H i ML shA:
e 55 g T A Tl R B PR 0GR BT REMLIRI AR ST, LA vy 7 B i T I it FIA Y e A

[XER] AW BEMES; iS22k, BUniETy

[SIRAZA] FM, st w30, 4. EYeh S E i s AR s m s (1] . EZEBR =54k, 2023, 44(8):
889-896. DOI: 10.16781/1.CN31-2187/R.20220819.

Bidirectional regulation between circadian clock and intestinal microecology
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[ Abstract ] The circadian clock is an important mechanism that links individual rhythm with external time. It can
predict and respond to time, determine sleep-wake cycle, and participate in the regulation of circadian rhythms of various
physiological behavior changes, including food intake and hormone balance in the body. The central circadian clock in
mammals can regulate the peripheral circadian clocks of the gut, liver, and pancreas and other organs to maintain homeostasis
and synchronize the operation of each organ, which can induce circadian changes in the structure, number, and colonization
behavior of gut microbes by regulating feeding and sleep. Gut microbiota are the core part of intestinal microecology, which
can regulate the physiology and functions of multiple organs and systems, including the brain, and have been proved to be
the driving factors of the rhythmic expression of host clock molecules and a variety of circadian rhythm activities. In the past

few years, the relationship between mammalian gut microbiota and circadian clock and their impact on diseases have been
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partially revealed, but further research is still needed to explore the specific mechanism of their cooperation in the context

of human diseases. This paper reviews the current research progress on the bidirectional regulation between mammalian

circadian clock and gut microbiota and the specific molecular mechanisms involved, hoping to provide new interventions and

therapeutic targets for the treatment of diseases.
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