WEEES SR 20234F 11 A 4455 118 htp//xuebao.smmu.edu.cn

e 1350 - Academic Journal of Naval Medical University, Nov. 2023, Vol. 44, No. 11
DOI: 10.16781/j.CN31-2187/R.20230075 ° é’é‘ a% ﬁ ? % .% ¢

KMARBERMESTFEHESRBREXERRER

fod!, RER, kiR, Mwmat, & om”

1. Hp N AR 30 X B BE B R R, M1 510010
2. v RO R X R BE BB, M 510010
3. N R A ZE T SR T SR A, T 5 266071
4. v N RO R AR X R R e A B0 R, T 510010

[RE] il s IR, 4IRS h AR RN i s i n] U el ™ )
S5 ZRPIRI R LE . R, BTN GURYE A IE A 255 HARERS ] AR L OCHR, $2ih T i — ™ W - i
W SFEUL, JFTERERL R RO T SURIEAT 1T Z e, KATA GVA S AR B AL, W2 B A R )
. BLBT B AW IT REAISCHESE, MR KA S 18 B AL S RS RO C R, RGP T, LA4ESiE
PR, AT ARG B BN A A

[RSEIR ] K WiEwEt; miEheEsra; 5ok

(SIS R, A, s, &5 KU GUIAIE A -5 PORAR P E D e k8 (V] M 22 ZE R4,
2023, 44 (11) : 1350-1354. DOI: 10.16781/j.CN31-2187/R.20230075.

Relationship between intestinal microecological balance and diseases during long voyage: research progress
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[ Abstract ] Intestinal flora coevolutes with the host and plays an important role in maintaining immune homeostasis. It
participates in the development and progression of a variety of diseases, directly or indirectly through metabolites. Researchers
have proposed the theories of the “gut-brain axis” and “gut-lung axis” based on the interrelationship between intestinal
microecology and other organs. These theories have been widely verified in basic and clinical research fields. Long voyage
personnel are prone to intestinal flora disorder and often suffer from other health problems. At present, studies should be
actively carried out to clarify the relationship between intestinal flora disorder and health status of long voyage personnel and
explore reasonable intervention measures to maintain intestinal microecological balance, improving the quality of life and
preventing diseases among them.
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